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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 85833 LYSCAS RS03910 WP 213435858.1 .MNDQRSALIVDDERDIRELLVLTLGRMGLRTETASSLGEARALLAAHRFDLCLTDMRLPDGSGIDLIGEITQQYPNTPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus * *!*!!!! !***!* *!!*!!***! *! * *!* !** *!*!!!!**!!!!!!*!!* **!**!*!!*
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ITAFYGSNLMVDAITAVIAEQALKAGAFDFLVTSKPVNDQLAGVHRVLDREGQLLVAKQHKTALDNRRLPQRKNQKPVGEAHSDKRTSAS IAATAEENSDALPVELVADNKNTLRLFILGDERSLPAPMIQRVQALKRAINAQTLIKG

NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT.....TENALENKLLIGRSLPIQQLRIAIK 155
NTDB id 85833 LYSCAS RS03910 WP 213435858.1 AMITAFGNVDAAVEALKAGAFDFVSKPVDLAVLRGLVKHALDLPQKGSKRSASIAAASDVLATRLFGDSPAIVALKATLG 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA........EEAPVDNRLLGESPPMRALRNQIG 150
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VNCGAIPASTELMESELFFGHKKGSFTGAHITAEQDKPQGL IFLQSAADHSGGST
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGS 235
NTDB id 85833 LYSCAS RS03910 WP 213435858.1 KVARSQAPVYIAGESGVGKELVARTIHEQGARGAGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQAADGGT 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGT 230
consensus !*!!!!!!!***!!!!*!!!*!!***!*** ! **!!***!!!!!!*!!!!!!*!!!!!!!!!!! !!*!!***! !!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERG 315
NTDB id 85833 LYSCAS RS03910 WP 213435858.1 LFLDEVAELPLPMQVKLLRAIQEKSIRPVGANAEVLVDVRILSATHKDLGALVNEGRFRHDLYYRINVIELRVPPLRERR 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERR 310
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logo

D
EDI

L
V

L
P
G
LLADENAHRFI ILKQRKR I

L
A
C
S

M
G
A
D
E

Q
T
W

E
G
L
R
T

H
P
A
L
P

A
K
P

A
Q
RLSTAEGADAEQVDETAKYLKLRNQTQYHPRFPGNVRELRENI

M
I
LERAI

M
Y

A
TLACSEGDADQTVIDEQI

L
P

A
H
S

H
DLHRPLPADPVALWGPRAPANI

M
S
T
N
TPAFAQ

NTDB id 1045 H0N27 RS16330 WP 168727019.1 EDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFA 395
NTDB id 85833 LYSCAS RS03910 WP 213435858.1 DDLPGLADAILRRLSGAQGRHLPALSADAVDALRTYPFPGNVRELENILERAMALAEGDVIELADLRLPVWGPAMTTPAQ 399
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP........ 382
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SAAQS.IQT.......TVAA..PQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGL 465
NTDB id 85833 LYSCAS RS03910 WP 213435858.1 PGAREPVREAPLMREPMTRDPRTTDPRDSMTSALPSYIEEIERNAIQQALEDNRYNKTKAAAALGITFRALRYKLKKLGI 479
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .GASQ.................EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGI 444
consensus *! * * * * ***!* !*!*!!* ****!!*****!*! !! *!!*!!!**!!*!!!*!*



logo DTETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DTETEQEV 473
NTDB id 85833 LYSCAS RS03910 WP 213435858.1 D....... 480
NTDB id 1473 PAKAF RS24000 WP 003094694.1 D....... 445
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