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NTDB id 85807 I0P84 RS06325 WP 004783995.1 .........................MKSKGFTLVELLVAIAIFAVLSALGWKVFDYIIQTKDRNAVHEQRLSQLQDTYQQILRDT 60
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDT 85
consensus ************************* * !!!!!!!!!!!!!!!!!! !!!!*!!!** *!!!! !! *! !!! !!!!!!!!
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NTDB id 85807 I0P84 RS06325 WP 004783995.1 VQAVPLTANINGDIQPALVLQNGRFNFSKTGVTDPLEEGISPDERVEYQYRADEQKLYRLKYRNLNQTGRDQPESSVLLSDVEQF 145
NTDB id 1076 ABD1 RS08075 WP 000594585.1 LQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQY 170
consensus *! *!!*!! ! **!!! * ! !!! !!!!!! !*!! !!*!! ! !! !!!!!!! !!! * !*!! !! !!! !*!*

logo QIMVVLNTPNQEMVTKQWPDESVNSFIDLPNTKQPVENEQKLKQKRLPKGIKINQLMTVANGVNSYEWI FYSLLNNQGTDFLLSLESQTEQGKLNST
NTDB id 85807 I0P84 RS06325 WP 004783995.1 QIVVLNPNEMTQWPDSSFDLNQVEQKQRLPKGIKINLMVNGVSYEWIFSLLNTDFLLETQKLT 208
NTDB id 1076 ABD1 RS08075 WP 000594585.1 QIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!*!! !*!*! !!* !* * *!!!!!!!*! ! !! !!!!*!! * ! ! *
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