
logo

MLKKRSLS I
M
E
P
L
P
F
V
K
Y
A
YWWKQDPR I

VF INASAI
V
F
I
A
LAI

V
I
LLHI

V
F
I
F
VLLTI

L
H
KFAGMPAQDPQSEQSMSTKE IA I

VS IRPQTDEDEKVI EKHADFLAQATDQQGSGAKFREAVH
NTDB id 85801 I0P84 RS02580 WP 214002292.1 ........MPLVKAWWKDPIFNSAVFAAVILHVIFLTLKFGMPQDQESMTKEIAVSIRQTDEKIEHADFLAQTDQQGSGKFREVH 77
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus *********** !! !**! !* !**!!* ! **!*!! * ! !!!!!*!!!*!** ! !!!!!!! !!!!!! !!! !

logo RMSSDNMSPAPLMMPESDQAKSTGEAEQLQESTLPDEKML
VQQQRELKSFEEKVLMTTVLSWQKQAEENSQRKKAML

QEQLQSQFQAKAAMVASLEAQYLQRQQ
NTDB id 85801 I0P84 RS02580 WP 214002292.1 RMSSDMPAPLMEQ.KTGEEQQESPDMLQQQRELSFEEKVLMTTLSWQKQAEENQRKKMQEQLQSQFQAKAAMVASLEAQYLQRQQ 161
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus !!!! !!!** * !!! ! !*** *!!!!!! !!!!!!!! !!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!
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NFSRQQKIKTVDGIQASKKQDAVSAAYLDEKFREQKVEFLYGNRYYPDEAEAKQQNQLAKGEVRLMVI LNAQNQGGIRAIRL ILDESSGHPSLVLDEAAKAS

NTDB id 85801 I0P84 RS02580 WP 214002292.1 NFSRQQKIKTVDGIQSKQDVSAAYLEKFRQKVEFYGNRYYPDAAKQQNLAGEVRLMVILNQNGGIRAIRLIDSSGHSLLDEAAKS 246
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
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logo SVRKRAGAPFGARFDAKNMKSDI SELR I IRTWRFDPAEAEFEVHR
NTDB id 85801 I0P84 RS02580 WP 214002292.1 SVRKAAPFGAFDAKMSDISELRIIRTWRFDPAEAEFEVR 285
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
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