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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP..... 80
NTDB id 85798 I0P84 RS01945 WP 175966207.1 ..MNNALSIQKGFTLIELMVVVVIVAIIAAIAIPSYQEYARRANAAQAQQEVQRLASELERWKSRNFNYLGFNLTPN........ 75
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQDKSGQT 80
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ..................RGGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTATAVDNDCGGTV 147
NTDB id 85798 I0P84 RS01945 WP 175966207.1 .................AVQNYTFVVRDGAAGNPALTATAASGTSWVIRAVHNDGRNFSFLMSSNGIRCKNKTSSNVTFT..... 138
NTDB id 1006 ACIAD RS15005 WP 004923843.1 LAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWANISSS..... 160
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 TCNVCETNSENWQ 160
NTDB id 85798 I0P84 RS01945 WP 175966207.1 DCGTDTTGSEAW. 150
NTDB id 1006 ACIAD RS15005 WP 004923843.1 SCGT...GSESW. 169
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