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NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQEKNLLN 85
NTDB id 85795 I0P84 RS01765 WP 175966241.1 MSNDGFDELSQDVGTVPRKKMTVEKFFQQFNTLDPNNYGSWPLSVKITCWIFIVILVFMLGYFGFIRGKIEAISQASAQEQNLLN 85
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLLN 85
consensus !**! ***** * ** **!*****!!*!!!!*!!**!!!!!!*!!!!!!!!!!***! *!!!!**!******! *!*!!! !!!!

logo EFREKDEQSKLRNLQQYQHIVQLEQEMEQRANRSFNQQLTEQLPKESTE IPSGLVEDINMLSTGVNSGLKFKNIRLEDNPE I
VKQE I

FF I EQP I SA I EATGDYH
NTDB id 1012 ACIAD RS15185 WP 004923719.1 EFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQPISIEATGDYH 170
NTDB id 85795 I0P84 RS01765 WP 175966241.1 EFREKESKLRNLQQYQIQLQEMEARFNQQLEQLPKETEIPGLVEDINLSGVNSGLKFKNIRLEPEIKQEFFIEQPIAIEATGDYH 170
NTDB id 1056 ABD1 RS15860 WP 000076101.1 EFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDYH 170
consensus !!!!!*!!!!!!!!!!*!!*!! ! !!!!!*!!!!!*!!!*!!!!!!**!!!!!!!!!!!!!! !*!!!*!!!!!!*!!!!!!!!

logo AFGSAFVSGS IAGALSPR IVTMLHDFVTVIDETAGVKSTEPQANSKDEEKNKTSEDIPEVI
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NTDB id 1012 ACIAD RS15185 WP 004923719.1 AFGAFVSGIAALPRIVTLHDFVIEAKQSK.EKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQANTSTTTPAQGGTP....... 245
NTDB id 85795 I0P84 RS01765 WP 175966241.1 AFGSFVSSIAGLSRIVTLHDFTITGTENKEKKSEIPVIDYVVKAKTYRYVGNADASSTPATT.......DTQGAQ........ 238
NTDB id 1056 ABD1 RS15860 WP 000076101.1 AFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKA.......PAASASTNTTVQPK 246
consensus !!!*!!!*!!*!*!!!!*!!!***** !* !**!!***! *!!!!!!!*! * * ** ******
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