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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
NTDB id 85787 I0P84 RS01330 WP 414632198.1 MVEQQPLVLLVDDEEDLCTLMQMSLMRMGIRTHIAHRLEDAKKFLTDHQYDACLTDLNLPDGNGLQLLDWINQHSPYLPVAVLTA 85
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN....PEAEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGE 164
NTDB id 85787 I0P84 RS01330 WP 414632198.1 YGNMDIAIAALKAGAFDFVSKPINQKHLEQLLQKALNKPVDYYQNNSNDSLEHKLLIGQSLPIQQLRVTLKKIARSQAPVFITGE 170
NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKV.EHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGE 169
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 SGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLR 249
NTDB id 85787 I0P84 RS01330 WP 414632198.1 SGTGKEVVANLVHRLSNRNEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLDEIAELPLSMQVKLLR 255
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLR 254
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAAR 334
NTDB id 85787 I0P84 RS01330 WP 414632198.1 AVQEKRIRPVGSDTEIDVDFRVISASHQDLDALVQQGKFRQDLFFRIHVMDLVLPPLRERGQDILLLAEHFIQKICQEWEIPAKK 340
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQ 339
consensus !*!!!**!*!!***!**!!*!***!*!*!!***! *!*!!!!!**!**!**!**!!!!!!**!**!!!******** ****!***

logo LTGEADRSAEKQTEFKYLKLENQYQHRYYFPGNVRELERNI
M
L
I ERAYI ITLCSDEEDADKQTIQDI

L
P

H
Q
S

D
HLHQRLPTADPALPRAGHAMNAIPSNVLPFSAESTAANLQASEIPQTSTSTSVADAQEIPGIQI

A
A
P
V

S
K
L
K
S
L
E
P
E
I
S

D
E
N
GLEDLRYL

NTDB id 1473 PAKAF RS24000 WP 003094694.1 LTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA....S.............QEGAASLSEIDNLEDYL 402
NTDB id 85787 I0P84 RS01330 WP 414632198.1 LTERSKEFLLEQYYPGNVRELRNIIERAIILSDEDKIDLQHLQTAPLRHMAPVLSETANLAEPTSSSDQIIIPKKLPEEGLELYL 425
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSI.QTTVAAPQAVKKLPSEGLERYL 423
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 85787 I0P84 RS01330 WP 414632198.1 EKIEKEILLNALNLTHWNRTLAAKKLGMSFRSLRYRLKKFGLDTEEEE.. 473
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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