
logo MKKVFLKNGMPVFNFHSALGI
LKKNHQLMLALALVCTVGVAS IMGTI

M
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E
HAAPTASPRNHVNPPASLKASNSAPNVYVVKKRGDTLWDI SGKHRFLKNKNPVWRWPE IWA

NTDB id 85786 I0P84 RS01035 WP 104426934.1 MKKVLKGMPFFSALGLKNQMLALAVCVGVSMGTMYSAEAAPARNVNPPALKASAPNVYVVKKGDTLWDISKRFLKNPVRWPEIWA 85
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWPEIWA 84
consensus !!!! !!* !*!!!*! **!!!!*! !! *!!* *!** *!*!!! !! !!!!!!!!*!!!!!!!! *!! ! !!!!!!!

logo SNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCEVGI IRSRYI

TGQSTTHSLQPQVRVEASLNNSTI
VPVIPLAEHIKQQWLENRSYTI LVAPADS

NTDB id 85786 I0P84 RS01035 WP 104426934.1 SNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCEGIISRYIGST.SLQPQVRVESLNNTIPVIPLAHIQQWLERYTIVAADS 169
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLENSTILPADS 169
consensus !! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! !**!!!!!!!! !!!**!!!!! !! !!!! !!**!!!

logo

I
V
Q
T
G
NTPYI LVGTADQRVLAGKGQKTI

VYARGNQGL IVNVGQRYAVYREAGDEPYVYFTDANKNGKKHYSTALAGI
LELLQQVASGI

VAVRSGSEGKDI
VTTLELTDSY

NTDB id 85786 I0P84 RS01035 WP 104426934.1 VQGTPYILGTADQRVLAGKGQKVYARGNGLVVGQRYAVYREADPYVFTDANGKKYTAALELQQVASGIAVRGEGDVTTLELTDSY 254
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVSSEKDITTLELTDSY 254
consensus * !!!!*!!!!!!!!!!!!! *!!!!*!!* !!!!!!!!!**!! !!! !!!** **!! !!!!!*!! ! !*!!!!!!!!!

logo NAEVRRGDRVLMPEEYDQAPMTLPTLFYPVDNAEKNQTVTVADGGKQI IVRVLMGS IGRTAAKRHNSVVTI
LDRGTATHQGI

VQTVGHQVFDS IVNTQKQGESVI
V
R
TDPKTKERV

NTDB id 85786 I0P84 RS01035 WP 104426934.1 NAEVRRGDRVLPEYDPMLPTLFYPVNAENTVAGGQIVRVLGSIGTAARHSVVTIDRGTAHGVQTGHVFSVNQKGEVVTDPKTKER 339
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQVFDITQQGESIRDPKTKEV 339
consensus !!!!!!!!!!*!! * !!!!!!!! ! * !! !*!!*!!!! !!**!!!!*!!!! *!*! !*!! * ! !! * !!!!!!

logo

I
VQLPGEQQRIGNSLVMVFKRTFDQLSYAYVLESDELP IKVGASNS IQASPLQFLDNDE

NTDB id 85786 I0P84 RS01035 WP 104426934.1 VQLPGERIGNVMVFKTFDQLSYAYVLESELPIKVGANIQAPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 IQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!!!! !! *!!!*!!!!!!!!!!!!!*!!!!!! !! ! *

X non conserved

X similar

X ≥ 50% conserved


