
logo MRVATGMLALAAGLLALLGRFLMPQVLPPSFGGWLWLLALLMAI
P
G
VGLLMLLPFRTWHRPLVAFFLFGLAVWACALNSAGQWALDDHRLPQVDFLDGQRTFRWLEG

NTDB id 85474 PproGo58 RS08780 WP 207167289.1 MVTGMLALAAGLLALGFMPVLPPGWLLLLMAIGGLMLLPFRTHPVAFFLFGLAWACASGQWALDDHLPQFLDGQTRWLEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus ! !!!!!!!!!! ! !*! !!* !! *!* !!*!!!!! *!*!!!!!!! !!! *!!!!!!*!! !!! ! !!!!
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NTDB id 85474 PproGo58 RS08780 WP 207167289.1 RVVGLPEPGAGVVRFELRDAQSRRERLPRRIRLAWHGGPPVNSGERWRLAVKLRRPAGLLNLHGFDYEAWLLARRIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!!** * !!!!!! ! *!!* !! !!!!!!*!!!** !!!!!!!! *!*!! !**!***!!!!!!!!!!!!!!!!
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LAEPAAASRSGHAWRDGRLRQRRLVLATVEAHGRAAGAGI
LAALVMVGDGSGLSTRTAEDWQRLVLQDTGTVHLMVI SGQHI
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NTDB id 85474 PproGo58 RS08780 WP 207167289.1 TVKDGQLLAP..ARHAWRDGLRRRVLAVEAHGRAAGLAALVMGDGSGLTREDWQLLQDTGTVHLMVISGQHISLLAAVIY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !*! ! *!*** *!!!! !! !*! !!!!!!!***!!!!*!!!!!!* !! *!!!!!!!!!!!!!!!!* *!!***!
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NTDB id 85474 PproGo58 RS08780 WP 207167289.1 LAVAGLARYGLWPARWPWLPWACALAFVGALGYGLLAGFDVPVQRACVMVALVLLWRWRFRHLRAWWPLLLALNAVLLFE 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus ! !!!*!*!! ! !!!!!!!*!!! !!!!!! !!!!*!!! !!!*!!!*!!!!! !!!!! ! !!!*!! *!!* *

logo PLASLQPGFWLSFYAVAVALVL I FW I
TFARGRLGSVPWRSWWQRASLWLTRYAQWALMAGI

LGLLPAPLMLAVLGLP I
VSLSGPLANLLAVPWI SLVLVLVPLP

NTDB id 85474 PproGo58 RS08780 WP 207167289.1 PLASLQPGFWLSYAAVAVLIFTFAGRLGSWRWWQSWTRAQWLMGIGLLPPLLALGLPISLSGPLANLLAVPWISLLVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!!!!!!!!!!!* !!!*!!* ! !!!! * !! !!! !**!!!!**! !!!!*!!!!!!!!!!!!!!!!*!!*!*
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L
VGEAGLLWLAGGLLADGVLFERLLAGAL IMAGFWQWPAWLVAPSAL ILPLWAVWGSLSVASLGATLLVLLLPAKGVPLRVLGTWLPLLALLP

NTDB id 85474 PproGo58 RS08780 WP 207167289.1 ALLGCLLLPVPYVGEGLLWLAGGLLDGLFRLLGAMAGFWPAWVAPLIPLWVWGLSSLGALLLLLPKGVPLRVLGWPLLLL 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* !!*!!**!!*!!!!!!!!! !! !!* *!!* !!!*!* *!!! ! ! !! !*!!!! !!!!!!!! *!! *
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NTDB id 85474 PproGo58 RS08780 WP 207167289.1 AVWPPQDPVPEGEVEIWQLDVGQGLSFILRTRDHAMLYDTGARVADFDLGERVVLPTLHKLGIRRLDLMLLSHADNDHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus ***! *** ! !*! !!!!!!! **!!!!!!*!!! !*! *!!!*!!!!! !*!* !!* !!!!!*!!!!! !!!!



logo GALAI
VQRAGI

MPVGSAQVLRSGEPEARLPAALDQASARPSCDRSTGLQRSWHTWNGQAVNRFSTLVWQRWAPGQAATDNGNQASCVLLMVEAAGGERLLLTGDIDAVHQ
NTDB id 85474 PproGo58 RS08780 WP 207167289.1 GALAVQRGIPVSQVRSGEPEALPAALQSAPCDSGLSWHWNGARFTLWQWAGAADGNQASCVLLVEAGGERLLLTGDIDVH 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !!!!*!!**!! ! !!!!! !!!!! *! *! !*!! !**! !* ! !!!!!!!!*!!!*!!!!!!!!!!! *

logo AERALLVDGSGPLMAEVNRAIHRWLLQAPHHGSNRSTSSSAMAVFLLARARLVAAPDKAGAVL I SRGSRSGHNAFGHPHPAQVLVAKRLYQRHNALGAMEVI
LHDSTAEHQGALKSL

NTDB id 85474 PproGo58 RS08780 WP 207167289.1 AERALLDSPLAVRIHWLQAPHHGSRTSSSMALLRRLAPKAVLISRGRGNAFGHPHPQVVARYRHLGMVIHDSAEQGALKL 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!!!!*! ** ! *!! !!!!!! *!!! ! *!* * !!!! *!!!!!!!! !* ! * ! *!!*!!*!!! !

logo

Q
RLGATFGGQAPERRSLMRDQEQPRRFWREKWPAMP

NTDB id 85474 PproGo58 RS08780 WP 207167289.1 RLGTFGQPESLRQQRRFWREWPAMP 743
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK.... 741
consensus !! !! * *! *!!!!! ****
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