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NTDB id 85454 BVAD3 RS15040 WP 110124325.1 VIIFYGLVYRKKDHFYLLKVLLISNTIAFFPFTVFYIIPEVLFGRYIYSAIVTSPFIIIIPLALVYQFVVNKIYDIDFLLGRIRY 338
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NTDB id 85454 BVAD3 RS15040 WP 110124325.1 YGFLSIVPTIGVVWLNILFDSKGNNFNIIQITVYVFLIFLAVFYIKELLDYKFRLKRFSEKYNYQDSIYKYTQLLKSVSALNQVF 423
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NTDB id 85454 BVAD3 RS15040 WP 110124325.1 MNLKKTILDVLPVSKAYIFEINSDGDILYFDKQNSEPNWQPYKKEFVKVTSEIGKIIEVNQGFLMKIGERGANSYVLLCLSSINT 508
NTDB id 91 BSU 31690 NP 391047.2 KELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINT 508
consensus !! !!!!!!*!!!!! !!* *!* *** !!* ! !**! !! !!!!!!!!!!!!!!!!!!*!!!!* !!!!!!!! !!!

logo PRLTRDE I SWLKTLSFYTSVSMENI
VLHQI EELMENHLKQDLKQEQGSTNP I

VWLKKLMFATI EEKQRSDGLARDLHDSVLQDL I SLKRQCELF
NTDB id 85454 BVAD3 RS15040 WP 110124325.1 PRLTRDEISWLKTLSFYTSVSMENILQIEELMNHLQDLKQQGSNPVWLKKLMFTIEEKQRSDLARDLHDSVLQDLISLKRQCELF 593
NTDB id 91 BSU 31690 NP 391047.2 PRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELF 593
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NTDB id 91 BSU 31690 NP 391047.2 LGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQ 678
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consensus !!!!!!!!!!!!!!*!!!!! *!!!!!!!!!!!**!!!!!!!!!* !! *!!!!!!!!!!!!!!!!!!!**!*!!!! !!!!

logo DI E I
MEL

NTDB id 85454 BVAD3 RS15040 WP 110124325.1 DIEMEL 768
NTDB id 91 BSU 31690 NP 391047.2 DIEIEL 769
consensus !!!*!!

X non conserved

X similar

X ≥ 50% conserved


