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NTDB id 110 BSU 03430 NP 388225.3 MNITTDIIKTILLVIVIIAAAAVGLIKGDFFSADQKTSQTKEYDETMAFPSDRYPETAKHIKDAINEGHSEVCTIDRDGAEERRE 85
consensus !! **!!!! **** !! *! * ! !! * !! *!!!!* !!!!!! !!!!*!!!!! !!! !!

logo

E
QSLKDGI

VPSTKKPGFYDRDEWPMAMVCKTEGGAEGADS IVERYI
V
S
TPASDNRGAGSWVGHNQRLMS

T
D
GYPSDGTKRVLF ITI

VQ
NTDB id 85431 BVAD3 RS08805 WP 007611576.1 ESLKGIPTKPGFDRDEWPMAVCTEGGAGADIRYVTPSDNRGAGSWVGNQMSGYSDGTRVLFIVQ 144
NTDB id 110 BSU 03430 NP 388225.3 QSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLFTIQ 149
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