
logo MPF ITKI STQKKNTERFNI FLDDEKYAFSVDADVLVKRFDELKKGKELDDELDI ILE IQHYGDDEVKKAGFNRALVDEFLSYRMRSETKEVERDHLK
NTDB id 85408 BVAD3 RS04335 WP 003155502.1 MPFITKISTQKKNTERFNIFLDEKYAFSVDADVLVRFDLKKGKELDELDILEIQHGDDVKKAFNRAVEFLSYRMRSEKEVRDHLK 85
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEVEDHLK 85
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!*!!!!!!!!*!!!*!!!*!!*!!!*!!!!**!!!!!!!! !!! !!!!

logo KKETPSDPMPVIASEVIHKRLNYDYKRYLNDKQEFAAEAYAVSTHKKTNGKGPDVLFRELKRAKGIDDDTIKEATLSASFSTFDEDEQI
T
Q
REALVKHI

V
E
GKI

LLK
NTDB id 85408 BVAD3 RS04335 WP 003155502.1 KKETPDMVISEVIHKLYDYRYLNDKEFAEAYASTHKKTNGKGPDVLFRELKAKGIDDDTIKETLSAFTFDEQIQEALKHIGKILK 170
NTDB id 116 BSU 08520 NP 388733.1 KKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
consensus !!!!***!! !!!!*! !!*!!!! !!! !! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !! !*!**! !!*!!* !*!!

logo KDKKLSTKE I
L
K
RQRAQLMQLQRKGFPSFDVINSAALMDEQI

TEYENDDEDEATEKMEALKRALHAEKAFIRKYRYDGSYESAGMKVKQFYLFRKGFS ILDDL I
NTDB id 85408 BVAD3 RS04335 WP 003155502.1 KDKKLSTKEIRQRAQMQLQRKGFPFDVINAALEQTEYENDDEAEMEALKAHAEKAIRKYRYDGSYESGMKVKQYLFRKGFSIDDI 255
NTDB id 116 BSU 08520 NP 388733.1 KDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
consensus !!!!!!!!!**!!!!*!!!!!!!*!!!! !!**! !!!!!** ! !!!* !!!!! !!!!!!!!!!!*!!!!!*!!!!!!!*! !

logo

D
EQFLLQEEEY

NTDB id 85408 BVAD3 RS04335 WP 003155502.1 DQFLQEEE. 263
NTDB id 116 BSU 08520 NP 388733.1 EQLLQEEEY 264
consensus *! !!!!!*
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