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NTDB id 85333 J3989 RS01720 WP 207177174.1 NGNGGRLDIYEDKSRDSSPIYKLKDYPWLGVSFNLGGESSFKPKR.QGSLVSSFSEDVTQQNGTQDQYKSKNLVYTTDDYNSKGN 254
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NTDB id 85333 J3989 RS01720 WP 207177174.1 KNHQDKHHAVAFYLNAKLHLLDKKQIKNIAQGVTVDLGTLKTRIEPTDAWKNRQGSYFNNGTWTYEEKGSVSVKLKLPEVKAGRC 339
NTDB id 1090 CAA90909.1 1..3114( ) SDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRG...ELLNFWATWKIEDKGNITVRLGLPEVKAGRC 321
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NTDB id 85333 J3989 RS01720 WP 207177174.1 ITTPNPNPKSKAPSPALTAPALWFGAGQDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDSNRPGRYSLADLSASDIQSKEPTFT 424
NTDB id 1090 CAA90909.1 1..3114( ) VNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKSREPNFT 406
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NTDB id 85333 J3989 RS01720 WP 207177174.1 SRQTIIRLDGGVRHIQLDRNNE.VTSFN...GDNGTFGIVNEGSVVPESNEWKKVLLPWTVRGFADDSKFKAFNKEKNNDNKPKY 505
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NTDB id 85333 J3989 RS01720 WP 207177174.1 SQRYRIRENGNNGKRNLGDIVNSPIVAVGGYLATSANDGMVHIFKKGNGGDERNYSLKLSYIPGTMPRKDIESQDSTLAKELRAF 590
NTDB id 1090 CAA90909.1 1..3114( ) SQKYRSRDN.NKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQ.SGGDKRSYNLKLSYIPGTMPRKDIQNTESTLAKDVRTF 574
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logo AEKGYVGDRYGVDGGFVLRKQVYDNLNGKQDNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDHDNNGKNNGSNNRSVEQLGYTVGT
NTDB id 85333 J3989 RS01720 WP 207177174.1 AEKGYVGDRYGVDGGFVLRQY.....KDRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKHDNNGKNSNNSVQLGYTVGT 670
NTDB id 1090 CAA90909.1 1..3114( ) AEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKD..NGNNGNNRVELGYTVGT 657
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NTDB id 85333 J3989 RS01720 WP 207177174.1 PQIGKTHNDKYAAFLASGYATKKID.DPTNKTALYVYDLENNN.GTLIRKIDVLGGKGGLSSPTLVDKDLDGTIDIAYAGDRGGN 753
NTDB id 1090 CAA90909.1 1..3114( ) PQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGN 742
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logo MYRFDLSSDQDNPQSQSWASVRTI FEQGTKP ITSAPAI SQLKDKRVVI FGTGSDLSEEDVDNMNDEEIQSYIYGI FDDNDTADTGTFGTVANFQDSDGLSGGKGL
NTDB id 85333 J3989 RS01720 WP 207177174.1 MYRFDLSSDNPSSWAVRTIFQGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNNDIQSIYGIFDNDTDTGF..AQDGLGKGL 836
NTDB id 1090 CAA90909.1 1..3114( ) MYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGL 827
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logo LEQKVLRSRDENDENKTLFLTDYKRSDGSGNSKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAI LG INTADGGKLTKKS
NTDB id 85333 J3989 RS01720 WP 207177174.1 LEQKLS..EENKTLFLTDYKRSDGSGSKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKS 919
NTDB id 1090 CAA90909.1 1..3114( ) LEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKS 912
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logo ARP IVPDEANTAKVAQYSGDHKKGTSTNSGKS IP IGCMQKGSNE IVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGK
NTDB id 85333 J3989 RS01720 WP 207177174.1 ARPIVPDANTKVAQYSGDKKTSSGKSIPIGCMQKGNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGK 1004
NTDB id 1090 CAA90909.1 1..3114( ) ARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGK 997
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NTDB id 85333 J3989 RS01720 WP 207177174.1 NNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFF. 1044
NTDB id 1090 CAA90909.1 1..3114( ) NNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
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