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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 85269 GSVR RS21155 WP 173197604.1 ..MASLNKVMLIGNLGKDPEVRYTASGQAVAGFSLATSEKFKSK.SGDWEERTEWHNITLWGKLAEIAGEYLSKGKTVYI 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNF....SLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQ.....QTGN.. 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQ.GSGWNQ....APAQTNYNQGGYSDNYAQNNNF 149
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPY..DEGYGQ......SQEAYQRPA.....QQSRQP 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPY..EEGYGQ......SQEAYQRPA.....QQSRQP 139
NTDB id 85269 GSVR RS21155 WP 173197604.1 EGRLQTRKWQDKSGNDRYTTEIVGDK....MQMLSGKGERRSET.......SSA....PSAGG................. 125
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.A..QGGMNV....PAQQGSWGQPQ.....QPAKQH 148
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NTDB id 624 LCA RS00040 WP 011373726.1 ..........APAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQP....AQ...KPAAQAEPPMDNFDDDIPF 180
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPR...RQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPR...RQPVPAAAPVEDIDDDIPF 174
NTDB id 85269 GSVR RS21155 WP 173197604.1 .......................SYDEPPF.QDDDIPF 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAPQQ.........YSQPQYNEPPMDFDDDIPF 177
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