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MEAI I EKIKEYKI IV ICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAAVSKDSLSVTSEKEVKNKEEKEEPLEQDL ITVDVKG
NTDB id 493 SM12261 RS04300 WP 000387351.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDLITVDVKG 80
NTDB id 153 SP RS04730 WP 000387344.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDLITVDVKG 80
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKG 80
NTDB id 222 SPD RS04535 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKG 80
NTDB id 188 SPR RS04295 WP 000387330.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDVKG 80
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
NTDB id 1294 VP RS04495 WP 021449594.1 ................................................................................ 0
NTDB id 85236 JUNP479 RS08735 WP 203977447.1 ................................................................................ 0
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ................................................................................ 0
consensus *********************************************** ***** ***** *******************
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NTDB id 493 SM12261 RS04300 WP 000387351.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL..VYVPTKGEE..AASQQAGP.....GTASSTSK 151
NTDB id 153 SP RS04730 WP 000387344.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL..VYVPTKGEE..AVSQQTGS.....GTASSTSK 151
NTDB id 263 KZH43 RS04195 WP 000387330.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL..VYVPTKGEE..AVSQQTGL.....GTASSISK 151
NTDB id 222 SPD RS04535 WP 000387330.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL..VYVPTKGEE..AVSQQTGL.....GTASSISK 151
NTDB id 188 SPR RS04295 WP 000387330.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL..VYVPTKGEE..AVSQQTGL.....GTASSISK 151
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ...................MQIK...........TKIVTLFLSLCLPTLPLLANAEETAPAAQ............VEEGI 38
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ...................MQIK...........TKIVTLFLSLCLPTLPLLANAEETAPAAQ............VEEGI 38
NTDB id 1294 VP RS04495 WP 021449594.1 .....................................MKWILTLCLVVFAPLSLAAD..TKAD............KYEGI 29
NTDB id 85236 JUNP479 RS08735 WP 203977447.1 ....................MRK...........NSLSIIMLLSALPLFTLPSLAADKVAPKQ......ATTVAAK..QE 41
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....................MKK...........LS..RYTFSLLFGLFSATTFAEEKVTTSTEHTPVVMQQVAATQKVN 47
consensus ********************************************** ********* * *** * ***** **
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NTDB id 493 SM12261 RS04300 WP 000387351.1 EKKVNLNKASLEEL.KQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 EKKVNLNKASLEEL.KQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKKVNLNKASLEEL.KQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 EKKVNLNKASLEEL.KQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 EKKVNLNKASLEEL.KQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 VITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 VITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 EITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 85236 JUNP479 RS08735 WP 203977447.1 IGKVDINTATLTEL.TNLKGIGDKKAQAIVDYREKQGKFTSVDQLVDVSGIGPATLEANRDMIIVK 106
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
consensus ***!**! !***!* ****!*!*!*!!*!***!***!*!*****!**!*!!!* !*** *******
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