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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 84946 JUH08 RS08780 WP 203791978.1 MRKGMFALAAGLASLPLLPALPPTWLLLALLPVALMLLPW........RSYP....VSLLLIGLVWACFGAQSALDDRLAAELDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF........RWRP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 84946 JUH08 RS08780 WP 203791978.1 RTLWLEGRVSGLPEVAAGVVRFQLEDAT.ARAHRLPARMRLAWYDG....................PPLLAGERWRLAVKLKRPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 84946 JUH08 RS08780 WP 203791978.1 GLVNPQGFDYEAWLLAQRIGASGTVKAGERLRPAT............GPAAWRDALRQRLLAVEAF.GRAGGLAALVLGDDSGLS 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 84946 JUH08 RS08780 WP 203791978.1 RADWQVLQDTGTVHLLVISGQHVALLAALLYGLVA.......GLARLGLWP..RALPWLPWACALAFAGALGYGLLAGFEVPVRR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 84946 JUH08 RS08780 WP 203791978.1 ACVMVALVLLWRLRFRHLGLWWPLLLAFVLVLLVEPLASLQAGFWLSFGAVAVLAWVFG.......GRLGAWSWW.......HVW 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSWW.......RAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 84946 JUH08 RS08780 WP 203791978.1 WRAQWTLALGLLPLFFALGLPLSLSGPLANLLAVPWVSLLVVPLALLGTLLLPVPWLGEALLWLAGGLLELLFQTLGWIAAMLPA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 84946 JUH08 RS08780 WP 203791978.1 WLPTALPLWAWLLGSLGVLLCLLPAGVP...LRGLGLVMLLAVLLPPRERIPAGHAEVWQLDVGQGLAVLVRTREHALLYDAGPR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 84946 JUH08 RS08780 WP 203791978.1 FGDF.DLGERVVLPSLRQLGVGRLDLLLLSHADSDHAGGAGALVRGMAVGRVLSGEAAA.......LPEELQASACVDGASWEWD 600
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 84946 JUH08 RS08780 WP 203791978.1 GVRFTTWRWG......GAQAGNQSSCLLKVAAAGEALLLTGDIDEAAERALMAAD..RDLRADWLQVPHHGSRSSSSGAFLDAVA 677
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 84946 JUH08 RS08780 WP 203791978.1 PRGALLSRGWHNPFGHPHPRVVARYEARDIALHDSAELGAIRLVLGAG..EGIAAWRERPRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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