
logo MWELVKASGGWI
MMLP I I LCSS IAALVGI IAVERLWTLRAPSRVTPPHLLGQVWKRWIKDKQLNSKNEQKLKELRADSPLGE I LAAGLANSKHRGR

NTDB id 84881 KI242 RS09250 WP 011060100.1 MWELVKSGGWMMLPIILSSIAAVGIIAERLWTLRASRVTPPHLLGQVWRWIKDKQLNKEKLKELRADSPLGEILAAGLANSKHGR 85
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLANSKRGR 85
consensus !!!!!! !!!*!!!!!!*!!!!*!!! !!!!!!!*!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!

logo E IMKEC I EEAAARVI
VHDELERYLNALGTIAAGI

MAPLLGLLGTVLGMIDE I FSASFMGSGMATTNAHP I
LLAGGI SKAL ITTAAGLMVGIPASLV

NTDB id 84881 KI242 RS09250 WP 011060100.1 EIMKECIEEAAARVIHELERYLNALGTIAAMAPLLGLLGTVLGMIDIFSSFMGSGMTTNAHILAGGISKALITTAAGLMVGIPSV 170
NTDB id 1200 PSJM300 12655 AFN78593.1 EIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMA.NAPLLAGGISKALITTAAGLMVGIPAL 169
consensus !!!!!!!!!!!!!!*!*!!!!!!!!!!!!**!!!!!!!!!!!!!!*!!! !!!!!! *!! *!!!!!!!!!!!!!!!!!!!!! *

logo FFHRFLLQRRVDELVVGMEQEAIKLVEVI
VQGDRDVDLAGEGKA

NTDB id 84881 KI242 RS09250 WP 011060100.1 FFHRFLQRRVDELVVGMEQEAIKLVEVIQGDRDVDLAEGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 FFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA 210
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!
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