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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 84880 KI242 RS09245 WP 212806064.1 MRSAMLALAAGLLALGFMPALPPGWLLLCMAILALMLLPF.....R.......THPVAFFLFGFTWACVSAQSALDDRLAPRLES 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF.....R.......WRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 84880 KI242 RS09245 WP 212806064.1 QTRWLEGRVSGLPEQAGGVVRFELEDA.QARRERLPRRMRLAWHE....................GPALKSGERWRLAVKLRQPM 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 84880 KI242 RS09245 WP 212806064.1 GLLNPQGFDYQAWLLARRIGATGTVKAGQLLAP..............APQAWRQGLRQRLLEVEAQG.RGAGLAALVMGDGSGLT 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG.RAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 84880 KI242 RS09245 WP 212806064.1 RQDWQLLQDTGTVHLMVISGQHISLLAGVIYFSV.......AGLARHGLW..PERLPWLPWACALAWLGALGYGLLAGFDVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 84880 KI242 RS09245 WP 212806064.1 ACVMVALVLLWRMRFRHLRAGWPLLLALNAVLLAEPLASLQAGFWLSFAAVAILILIFAG.......RL.......GAWSWWQGW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RL.......GVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 84880 KI242 RS09245 WP 212806064.1 TRAQWLIAIGLLPPLLALGLPISLSGPLANLLAVPWISFLVLPPALLGSLLLAVPYVGEGLLWLAGGLLDGLFRLLGLIAGGWPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 84880 KI242 RS09245 WP 212806064.1 WVPPQIPLWLWGMNALGCLLLLLPRGVP...MRVLGWPLLLLAVWPPLARVPEGEVEVWQLDVGQGLSFILRTRDHALLYDAGAR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 84880 KI242 RS09245 WP 212806064.1 VAEF.DLGERVVVPTLHRLGIRRLDLMLLSHADNDHAGGAQAVQRAMPVGEVRGGQPD.......ALPAGLQARPCDSGLSWVWN 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 84880 KI242 RS09245 WP 212806064.1 GVRFRQWQWVA......ATDGNQASCVLQVEAAGERLLLTGDIDARAERALLD..SPLAVRTHWLQAPHHGSRTSSSMALLQRLA 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 84880 KI242 RS09245 WP 212806064.1 PDAVLISRGRGNAFGHPHPQVLARYRRLDMAIYDSAEQGALRLQLGV..FGAAHGLREQRRFWREPPAMP............. 743
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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