logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

84872 BLKGLAD RS12325 WP 013698533.1

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

84872 BLKGLAD RS12325 WP 013698533.

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

84872 BLKGLAD RS12325 WP 013698533.

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

84872 BLKGLAD RS12325 WP 013698533.

125
279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

1

1

1

AT

BKTKPMKLAEVTSINVNRTKTEMEEF
BKTKPMKLAEVTSINVNRTKTEMEEF
BKTKPMKLAEVTSINVNRTKTEMEEF
BKTKPMKLAEVTSINVNRTKTEMEEF
BKTKPMKLAEVTSINVNRTKTEMEEF
BKTKPMKLAEVTSINVNRTKTEMEEF

BT S B

RVLGGG VIAGlY VLIGGDPGIGKSTLLLQSIWAQL BINEMFNLY SGEESARQ RL )8 DisfelenyY  IRNLINAERS
NRVLGGGVV]YGSLVLIGGDPGIGKSTLLLQVSEQLS[EERN VLY SGEES[JYQRKLRA RLGH§Y]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD I D
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD ID s
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD ID s
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV]

NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVE
PEELEL bl bbbt T

eI DR D8I Seele

AT QLR 3 s mURelTE i e

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGES
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESS

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGES
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESS
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESES
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERS

(RN Pk Dl Do Pk Dok D 1k | ! k1L kskok ok ok ook * * k

GTVLYVSGEESAQQIKLRAERLGD ID s
GTVLYVSGEESAQQIKLRAERLGD ID s
GTVLYVSGEESAQQIKLRAERLGDID s

U TL Rl %x

AT AR LD

OVSCAREVTAEL GuAkTov

MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD
MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD

MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD
MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD
MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD
MQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD

%k >k 5k >k 3k k %k k kx| EE e I B B | * % rrr ook % | N I I B B [ R I B B I |

OIE ERTERILRARE STAEJF o L S R SSMEE il

TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV
TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV

0

<EE

TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALY|
TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALY|
TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALY|
TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALYV|

NN I

PUED T b bk e o dokok ] ok Do Db Dok D De o gokorokok D borrskrr s D e b bk b D]

155
155
151
151
151
151
151
151

235
235
231
231
231
231
231
231

315
315
311
311
311
311
311
311



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

84872 BLKGLAD RS12325 WP 013698533.

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

84872 BLKGLAD RS12325 WP 013698533.

125
279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

TEMOTTT ) ANEREALIONDAY IE LA e

TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG
TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG

TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVG
TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG
TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVG

TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG
¥k Daok Dok s Lk ] 1k T ! [ R N N e I N R I Ry R PEEFFEEFY

MR R T ROSLTcT Tewe o T ope.

458

. 458

ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFA.. 453
ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVEF A 453
ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVEF AR 453
ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVEF AN 453
.. 453

ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT|JPKEIQVIGVTTIQEVLKKVF AN 453

[ I R B | * 1 Pk DL LT E k] % ok 3k ok k ok ok * 1 1 %k ko k * % ok k

X non conserved
B similar
>50% conserved

395
395
391
391
391
391
391
391



