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NTDB id 1028 TT RS08215 WP 011173991.1 LRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNT 672
NTDB id 1306 DR RS10060 WP 027479822.1 LRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNT 669
NTDB id 1384 A4U84 RS08525 WP 010787006.1 FRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHI 283
NTDB id 1355 HI 0298 AAC21962.1 FRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHI 288
NTDB id 1366 NTHI RS01950 WP 011271972.1 FRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHI 288
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
NTDB id 84805 NK8 RS12010 WP 213226476.1 YRVNSLPTLFGEKLVLRRLDALPPDLSLAALGLDDAQSRTVESSIRAPHGLVLVTGPTGSGKTLSLYCFLQMLNAEARNV 199
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINI 348
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINI 348
NTDB id 1293 VP RS12240 WP 005479695.1 MRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINI 348
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNI 339
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNI 357
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNI 352
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANI 352
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VGETIRDAKQSELQDESTAMRDKEMTVIATLVI ERKASALQTGHMLVFIMLTASTLHTNNSDALIPAQAGSEATLVI ENAIST
NTDB id 1028 TT RS08215 WP 011173991.1 QTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAIT 752
NTDB id 1306 DR RS10060 WP 027479822.1 TTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVT 749
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVE 363
NTDB id 1355 HI 0298 AAC21962.1 MTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAIS 368
NTDB id 1366 NTHI RS01950 WP 011271972.1 MTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAIS 368
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
NTDB id 84805 NK8 RS12010 WP 213226476.1 CSVEDPVEIQLAGINQVSVREKAGLTFAVALRAFMRQDPDVIMVGEIRDAQTADVAVKAAQTGHLVLSTLHTNDAPAAIA 279
NTDB id 1168 A1552VC RS11070 WP 000957200.1 STAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVI 428
NTDB id 1401 DSB67 RS12665 WP 010643259.1 STAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVI 428
NTDB id 1293 VP RS12240 WP 005479695.1 STAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETII 428
NTDB id 1110 NGFG RS09235 WP 003689817.1 ATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLS 419
NTDB id 1251 GCO85 RS07725 WP 011946523.1 STAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLN 437
NTDB id 1058 ABD1 RS01615 WP 001274986.1 STAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLT 432
NTDB id 1018 ACIAD RS01685 WP 004920473.1 STAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLT 432
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 RLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVG.........................................C.. 400
NTDB id 1355 HI 0298 AAC21962.1 RLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGNL.........................................ANS 407
NTDB id 1366 NTHI RS01950 WP 011271972.1 RLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNL.........................................INS 407
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NTDB id 1110 NGFG RS09235 WP 003689817.1 RMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDL...........AK.DWK..LYRAVGC 485
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADL...........V..NLK..LYKAVGC 502
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