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NTDB id 84793 NK8 RS01160 WP 213226887.1 MFSFFKKFKKPADAPLDTPQEDIVEADGDDDISDAELERQALSAEAPLEEALPEDIQPTEPAPPEPV.APVAPITAAPVQLP..A 82
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQI..VGNI....KEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA 79
consensus !!!!!** !!* **!* *! ! * ** ** * **** * ! !*! * * * **!*!***! ** * *!**!
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NTDB id 84793 NK8 RS01160 WP 213226887.1 GDSKEYWQGRTQSQWARGPETDQASEEILPPPTLDPAAKKSWLSRLRHGLSKTS....SNLTGIFVSAKIDEDLYEELETALLMS 163
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKE...AVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITG 161
consensus !* ! ***! ** ! * *** * *! ! !!**!! !* **** ! !*! * ! !!!!!!!!! !*
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NTDB id 84793 NK8 RS01160 WP 213226887.1 DAGVDATEFLLESLREKVRSERLTDASQVKAALRELLVDLLRPLEKSLMLGR.AQPLVMMIAGVNGVGKTTSIGKLAKHLQRFDQ 247
NTDB id 1118 NGFG RS11455 WP 003696286.1 DMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGK 246
consensus ! !**!!!*!* *! *! ! !* ***!!*! ! !!**!!!!*!*!* * ! !*!*!!*!! !!!!!!!!!!!* !
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NTDB id 84793 NK8 RS01160 WP 213226887.1 SVLLAAGDTFRAAAREQLTVWGERNNVTVIAQESGDAAAVIYDAVGAARARKIDVMMADTAGRLPTQLHLMEELRKVRRVIAKAM 332
NTDB id 1118 NGFG RS11455 WP 003696286.1 SVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAI 331
consensus !!!!!!!!!!!!!!!!!! !! !!!!!!! ! *!! !!!**!!! !!*!! !!***!!!!!!!!!!!!!!!!**!!*!!* !!*
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NTDB id 84793 NK8 RS01160 WP 213226887.1 PDAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLVVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKVEDLQPFSAEEFADALL 417
NTDB id 1118 NGFG RS11455 WP 003696286.1 PGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALL 416
consensus ! !!!!***!*!!! !!!!* !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*! !!!!! *!!!!! **!! !! ! ! !!!!
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