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NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 84768 K5606 RS09805 WP 017466775.1 ..MLNRTILVGRLTRDPELRTTQSGVNVASFTLAVNRTFTNA.QGER..EADFINIIVFKKQAENVNKYLSKGSLAGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNS........NQ..SNGSQQSGFTSP..QQTGNAPAANNTQADP 153
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.................................................... 113
NTDB id 84768 K5606 RS09805 WP 017466775.1 NYENKEGQRVYVTEVVADSIQFLEPKNTNDNQQDLYQQQAQQ.............SRGQSQY.............PYNKPVKDNP 139
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGG........GQYFGGGQNDNPFGGN..QNNQRRNQGNSFNDDP 155
NTDB id 1103 NMB RS07590 WP 002212976.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEEGYGQS.......QEAYQRPAQQSRQPASDAPSHPQEAPA...APRRQ 157
NTDB id 1131 NGFG RS05740 WP 003695064.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYDEGYGQS.......QEAYQRPAQQSRQPAPDAPSHPQEAPA...APRRQ 157
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA....TRPQ...PAQKP 163
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NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................. 113
NTDB id 84768 K5606 RS09805 WP 017466775.1 FANANDPIEIDDDDLPF 156
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AAQAEPPMDNFDDDIPF 180
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