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NTDB id 601 KW2 RS02615 WP 021036805.1 ...QEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFL 478
NTDB id 281 KZH43 RS03550 WP 000882517.1 ...KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFL 484
NTDB id 245 SPD RS03860 WP 000882517.1 ...KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFL 484
NTDB id 243 SPR RS03635 WP 000882517.1 ...KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFL 484
NTDB id 241 SP RS04015 WP 000882523.1 ...KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFL 484
NTDB id 84716 SD89 RS06540 WP 053308495.1 ...QKVDEQDIPIITEKTIEAIVEQKTNIPVGDLKEKEQSQLVNLANDLKAHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFL 491
NTDB id 378 SMU RS02690 WP 002263569.1 ...AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFL 485
NTDB id 85 BSU 00860 NP 387967.1 KSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFI 542
NTDB id 610 V4T04 RS10165 WP 012897346.1 .....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFM 551
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFM 546
NTDB id 289 SPD RS10700 WP 001109677.1 .....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFM 546
NTDB id 287 SP RS11210 WP 001109712.1 .....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFM 546
NTDB id 377 SMU RS09275 WP 002262344.1 .....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFM 549
NTDB id 297 STER RS00545 WP 011680614.1 .....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFM 552
NTDB id 329 STU RS10020 WP 011225298.1 .....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFM 552
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NTDB id 601 KW2 RS02615 WP 021036805.1 FVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVM 563
NTDB id 281 KZH43 RS03550 WP 000882517.1 FVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVM 569
NTDB id 245 SPD RS03860 WP 000882517.1 FVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVM 569
NTDB id 243 SPR RS03635 WP 000882517.1 FVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVM 569
NTDB id 241 SP RS04015 WP 000882523.1 FVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVM 569
NTDB id 84716 SD89 RS06540 WP 053308495.1 FVGPTGVGKTELSKQLAIELFGSTNNMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEQVRRNPYSLILLDEVEKAHPDVM 576
NTDB id 378 SMU RS02690 WP 002263569.1 FVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVM 570
NTDB id 85 BSU 00860 NP 387967.1 FLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVF 627
NTDB id 610 V4T04 RS10165 WP 012897346.1 FLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVF 636
NTDB id 290 KZH43 RS10025 WP 001109677.1 FLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIF 631
NTDB id 289 SPD RS10700 WP 001109677.1 FLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIF 631
NTDB id 287 SP RS11210 WP 001109712.1 FLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIF 631
NTDB id 377 SMU RS09275 WP 002262344.1 FLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIF 634
NTDB id 297 STER RS00545 WP 011680614.1 FLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIF 637
NTDB id 329 STU RS10020 WP 011225298.1 FLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIF 637
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NTDB id 601 KW2 RS02615 WP 021036805.1 HMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFS 641
NTDB id 281 KZH43 RS03550 WP 000882517.1 HMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 245 SPD RS03860 WP 000882517.1 HMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 243 SPR RS03635 WP 000882517.1 HMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 241 SP RS04015 WP 000882523.1 HMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 84716 SD89 RS06540 WP 053308495.1 HMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEASVGFGAAREG.....RTSSVLGELSNFFSPEFMNRFDGIIEFK 654
NTDB id 378 SMU RS02690 WP 002263569.1 HMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQ 648
NTDB id 85 BSU 00860 NP 387967.1 NILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFH 712
NTDB id 610 V4T04 RS10165 WP 012897346.1 NIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFH 721
NTDB id 290 KZH43 RS10025 WP 001109677.1 NVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFH 716
NTDB id 289 SPD RS10700 WP 001109677.1 NVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFH 716
NTDB id 287 SP RS11210 WP 001109712.1 NVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFH 716
NTDB id 377 SMU RS09275 WP 002262344.1 NILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFH 719
NTDB id 297 STER RS00545 WP 011680614.1 NILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFH 722
NTDB id 329 STU RS10020 WP 011225298.1 NVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFH 722
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NTDB id 601 KW2 RS02615 WP 021036805.1 ALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQL.VADLID 725
NTDB id 281 KZH43 RS03550 WP 000882517.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTS 731
NTDB id 245 SPD RS03860 WP 000882517.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTS 731
NTDB id 243 SPR RS03635 WP 000882517.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTS 731
NTDB id 241 SP RS04015 WP 000882523.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTS 731
NTDB id 84716 SD89 RS06540 WP 053308495.1 ALSKEHLLHIVDLMLEDVNERLGYNGIHLDVTQKVKEKLVDLGYDPKMGARPLRRTIQDYIEDAITDYYLEHPTEKQL.RALMTN 738
NTDB id 378 SMU RS02690 WP 002263569.1 ALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKEL.KAIMTS 732
NTDB id 85 BSU 00860 NP 387967.1 SLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVE 797
NTDB id 610 V4T04 RS10165 WP 012897346.1 SLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGAS 806
NTDB id 290 KZH43 RS10025 WP 001109677.1 SLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVK 801
NTDB id 289 SPD RS10700 WP 001109677.1 SLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVK 801
NTDB id 287 SP RS11210 WP 001109712.1 SLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVK 801
NTDB id 377 SMU RS09275 WP 002262344.1 NLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQ 804
NTDB id 297 STER RS00545 WP 011680614.1 SLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCS 807
NTDB id 329 STU RS10020 WP 011225298.1 SLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCS 807
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