
logo MKNAWQRLKEAWANLPRSTKLLLAALLLVGGNVALWYVGLYLPAQVAEAPTPAVPSTQVI EAPP IPPLASQEEAKPQAEAPAQEEAQ
NTDB id 84549 JQN53 RS08005 WP 203971006.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGNVALWYVGLYLPAQVAEAPTPVPSTQVIEAPPIPPLASQEEAKPQAEAPAQEEAQ 85
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPAQEEAQ 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPATPVPEGPAVRVQTPAQAPQAAPATRP IPGTSGALPAPKI
NTDB id 84549 JQN53 RS08005 WP 203971006.1 APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPAPVPEGPAVRVQTPAQAPQAAPATRPIPGTSGALPAPKI 170
NTDB id 1026 TT RS05140 WP 011173435.1 APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAQAPQAAPATRPIPGTSGALPAPKI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSPALSAPLPQARETPPKRVAVPTALVEAPLPGPEEKGAEEKEAPPTPASPLERLVAEKGLRLSGTLLGPVSVAI LESKEGYLVVPAG
NTDB id 84549 JQN53 RS08005 WP 203971006.1 LSPALSAPLPQARETPPKVAVPTALVEAPLPGPEEKGAEEEPPTPASPLERLVAEKGLRLSGTLLGPVSVAILESKEGYLVVPAG 255
NTDB id 1026 TT RS05140 WP 011173435.1 LSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEK.APTPASPLERLVAEKGLRLSGTLLGPVSVAILESKEGYLVVPAG 254
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! **!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SP IPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ
NTDB id 84549 JQN53 RS08005 WP 203971006.1 SPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 293
NTDB id 1026 TT RS05140 WP 011173435.1 SPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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