
logo MLARLGQREWALLAMVLTALLGLLWYYLL IVPTRQE IATVRQE IDRLTI ERNRGLQARRALPELRATIAALQAQRLAFLRALPRE
NTDB id 84548 JQN53 RS08000 WP 203971004.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLRALPRE 85
NTDB id 1025 TT RS05135 WP 011173434.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLRALPRE 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSVQSQEANPTLA
NTDB id 84548 JQN53 RS08000 WP 203971004.1 ERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSVQSQEANPTLA 170
NTDB id 1025 TT RS05135 WP 011173434.1 ERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSVQSQEANPTLA 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGSLTLTVYVLAQGVEAETGGSTP
NTDB id 84548 JQN53 RS08000 WP 203971004.1 TGLTLTVYVLAQGVEAETGGSTP 193
NTDB id 1025 TT RS05135 WP 011173434.1 TSLTLTVYVLAQGVEAETGGSTP 193
consensus ! !!!!!!!!!!!!!!!!!!!!!
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