
logo MLEKVLKENKI
VTGGYI

ANIPVLKDVSTFTEVEANDGQELVGL IGLNGAGKSTTIKNE I IGLLTPYQGGEQI LA IDGKLSTLIVQQDAPEANSYRKQKIGFYIPETPSL
NTDB id 84493 L6410 RS09565 WP 024392614.1 MLEVKNITGGYINIPVLKDVSFTVENGQLVGLIGLNGAGKSTTIKEIIGLLTPYQGEILIDGKSLVQDAENYRKKIGFIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!*****!!!!*!!!!!!!!*!*!**!*!!!!!!!!!!!!!!!!*!!!!!!!!!*!*!*!!!****!!***!!*!!!*!!!!!!!

logo YEELTLKREHLEVTVALLMAYNGLTDW
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VRVAQDGKLYLTKI

LFRLDEKLDWFPVTHQFSKGMKQKVMI ICAFMIVENPSLLF IVDEPFLGLDPVLAI SD
NTDB id 84493 L6410 RS09565 WP 024392614.1 YEELTLKEHLEVVALAYNLTWDQAWSRVQGLLTIFRLDEKLDWFPVHFSKGMKQKVMIICAFMVEPSLLIVDEPFLGLDPVAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!*!!!!*!**!!*!****** !****!**!!!!!!!!!!!**!!!!!!!!!!!!!!!*!*!!!*!!!!!!!!!!!*!!!!

logo LVINELLEAEEKANKGTKAS I LMSTHVLDSAEKMCDSRFVI LHQHGQI
V
R
LATQGNTI

L
D
EELQRHQATFNGMDDKSGSASLNEDIYLMAQLTQKEGGEVLASR

NTDB id 84493 L6410 RS09565 WP 024392614.1 LVNLLEEEKAKGTSILMSTHVLDSAEKMCDSFVILHQGQVRATGNLEELQHAFNMKGASLNEIYLALTQEGVAR 244
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS. 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS. 243
consensus !**!!*!!!!*!**!!!!!!!!!!!!!!!!*!!!!!*!!**!*!***!!***!** *!!!!*!!**!!*****
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