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NTDB id 84487 L6410 RS07695 WP 237395261.1 MSENRKKLVELKNVSLTFNAGKKNEVKAIDNVSFDIYEGEVFGLVGESGSGKTTVGRTILKLYDYNAGDILFDGQSISK.LSGKD 84
NTDB id 479 HSISS4 RS06980 WP 021143812.1 ...MPEKLVEVKDVEISFGEGSKKF.VAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGHLSHSE 81
NTDB id 296 STER RS06910 WP 011681415.1 ...MPEKLVEVKNVEISFGEGRKKF.VAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSE 81
NTDB id 328 STU RS16110 WP 002951426.1 ...MPEKLVEVKDVEISFGEGRKKF.VAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSE 81
consensus ***!!!!*! !***!**!*!** *!**!**!*!**!!*!*!!!!!!!!!!!*!!*!**!*!***!*!*!!!**!***!!***

logo

L
K
K
N
E
D
F
L
R
I
K
R
D
R
A
IQMI FQDPQAASLNGERMAKTI

V
R
D
D
YIVLASEGLDHYI

N
H
F
G
HLTYSKSDKEEDERDKEARKVIQKHKELI LIDKLEVGLNLKEDEHLTRYPHEFSGGQRQRIG IARASLAV

NTDB id 84487 L6410 RS07695 WP 237395261.1 LKEFRKDAQMIFQDPQASLNGRMKIRDIVAEGLDIHGLTSSKEERDERVQHLLDLVGLNKDHLTRYPHEFSGGQRQRIGIARALA 169
NTDB id 479 HSISS4 RS06980 WP 021143812.1 KNDLIRRIQMIFQDPAASLNERATVDYILSEGLHNFHLYKDEEDRKAKIKKIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLV 166
NTDB id 296 STER RS06910 WP 011681415.1 KNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLV 166
NTDB id 328 STU RS16110 WP 002951426.1 KNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLV 166
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NTDB id 84487 L6410 RS07695 WP 237395261.1 VRPKFIIADEPISALDVSIQAQVVNLMQKLQREQGLTYLFVAHDLSMVKYISDRIGVMHWGKMLEIGTSDAVYNDPIHPYTKSLL 254
NTDB id 479 HSISS4 RS06980 WP 021143812.1 MQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLL 251
NTDB id 296 STER RS06910 WP 011681415.1 MQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLL 251
NTDB id 328 STU RS16110 WP 002951426.1 MQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLL 251
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NTDB id 84487 L6410 RS07695 WP 237395261.1 SAIPEPDPEFEKNRIHVEYDPSAE.LDGQERQMHEITPGHFVLATEEEAAAYRAERNK 311
NTDB id 479 HSISS4 RS06980 WP 021143812.1 SAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
NTDB id 296 STER RS06910 WP 011681415.1 SAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
NTDB id 328 STU RS16110 WP 002951426.1 SAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
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