logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

84485 L6410 RS06535 WP 237395150.

155 SP RS04850 WP 000495909.1
265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1
190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

84485 L6410 RS06535 WP 237395150.

1556 SP RS04850 WP 000495909.1
265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1
190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

84485 L6410 RS06535 WP 237395150.

155 SP RS04850 WP 000495909.1
265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1
190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

84485 L6410 RS06535 WP 237395150.

155 SP RS04850 WP 000495909.1
265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1
190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.

consensus

e

RIE Jor 4 e Bl

::DKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL
RDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL

MDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL
ADKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKETKVQL
Dkt DL Lkl ]

i CECAAE L SUBRE s YL Lt R R

EYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNMGFYVWELDK®
EYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNMGFYVWELDK[S
EYBLEELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGEKLWLKERLTRLQQGFLYFSQNMGFYVWELDEH
[ R O N T e I N N e R ey Ry R R o o Y R R B R e N Ty Wy

AL IR AVNGE YL A ol v YR, UGN 1)

KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYK QKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENI
KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENTI

sk sk x| * %k

KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENT
KQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGENTI

Kk 1 Plokok DD Dok skokok ko Dok Dok Dok Dbk Dokokok |ooeskokskok okokokok Dok skoskokokoe Lo DL * ok ok | * | R
‘\
e e BRI e
KRES 1T AP LaLNLLENESERIATN =5 EB 57N
INIKKFEGPM{IAPLGLNLLENFTDEMT I T TiyT[RiBI¥; MLYPPRSYAIMGKQKKEK 327
IMNKTALBIESEH . . . ... ... N VIREAIVINILKK. ... ... 312
......... MGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
......... ..GKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
......... MNGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE) 317
......... BGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
......... 317

1) oskoskosk k% * |

Ul ko kko Dok ]

kokskokokkokoksk DT 1 skok |oskoskosk ok sk sk k k% ok

non conserved

X
B similar
X

> 50% conserved

a2

170
168
168
168
168
168
168

255
253
253
253
253
253
253



