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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFICSILLALF...............RKYYLMIPILIVFAVFFLLINSLS 68
NTDB id 84475 L6410 RS03400 WP 237396052.1 MSRLIRLPCQPI.HFAVLAVLTYFAVHSFSLLTMSL..LSLLLAVFGFRQGKVV......FIKTLPLLALCGLF...FGCQKIQW 73
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYL...........ALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQ 74
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYL...........ALLGFVFLLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQ 74
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL...........ALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQ 74
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL...........ALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQ 74
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL...........ALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQ 74
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYL...........ALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQ 74
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NTDB id 596 KW2 RS08720 WP 021037686.1 IRDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQK 153
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NTDB id 522 SMSK321 RS04965 WP 000942453.1 SQASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQA 159
NTDB id 189 SPR RS04300 WP 000942407.1 SQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 223 SPD RS04540 WP 000942407.1 SQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
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NTDB id 596 KW2 RS08720 WP 021037686.1 YLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHLFALS 234
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NTDB id 494 SM12261 RS04305 WP 000942409.1 YLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHLFALS 244
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NTDB id 223 SPD RS04540 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALS 244
NTDB id 154 SP RS04735 WP 000942394.1 YLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALS 244
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NTDB id 596 KW2 RS08720 WP 021037686.1 GMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLMLISPKFLLTTG 316
NTDB id 84475 L6410 RS03400 WP 237396052.1 GMQVGFFIDKFRWLLLRLGLTKETVDKLQIPFSLVYAGLTGFSVSVVRSLVQKILGNLGLRKLDNFAATVFVCLLFMPRFLLTAG 328
NTDB id 494 SM12261 RS04305 WP 000942409.1 GMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAG 329
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIIMPNFFLTAG 329
NTDB id 189 SPR RS04300 WP 000942407.1 GMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAG 329
NTDB id 223 SPD RS04540 WP 000942407.1 GMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAG 329
NTDB id 154 SP RS04735 WP 000942394.1 GMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAG 329
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NTDB id 596 KW2 RS08720 WP 021037686.1 GQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSL 401
NTDB id 84475 L6410 RS03400 WP 237396052.1 GVLTFTYALLLTVFD..FEELGQLKKIAVESLSISLGILPVLMSYFFAFQPLSILLTFVFSFVFDVLLLPGLSVILLLSPFIKIT 411
NTDB id 494 SM12261 RS04305 WP 000942409.1 GVLSCAYAFILTMTS..KEG.EGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPVI 411
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GVLSCAYAFILTMTS..KEG.EGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPVI 411
NTDB id 189 SPR RS04300 WP 000942407.1 GVLSCAYAFILTMTS..KEG.EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVI 411
NTDB id 223 SPD RS04540 WP 000942407.1 GVLSCAYAFILTMTS..KEG.EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVI 411
NTDB id 154 SP RS04735 WP 000942394.1 GVLSCAYAFILTMTS..KEG.EGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPVI 411
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NTDB id 596 KW2 RS08720 WP 021037686.1 NLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGD 486
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NTDB id 154 SP RS04735 WP 000942394.1 QLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGE 496
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NTDB id 596 KW2 RS08720 WP 021037686.1 SIFLQDKFNKENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWV 569
NTDB id 84475 L6410 RS03400 WP 237396052.1 SIFLRDMRG.RTVLIDVGGRVDFV.AKEAWRERSREANAERTLIPYLHSRGVDRIDDLVLTHTDADHVGDVLEVAKQIQIGKIYV 579
NTDB id 494 SM12261 RS04305 WP 000942409.1 SIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILV 580
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NTDB id 189 SPR RS04300 WP 000942407.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
NTDB id 223 SPD RS04540 WP 000942407.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
NTDB id 154 SP RS04735 WP 000942394.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
NTDB id 264 KZH43 RS04200 WP 000942407.1 SIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILV 580
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NTDB id 596 KW2 RS08720 WP 021037686.1 SPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPK 654
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NTDB id 154 SP RS04735 WP 000942394.1 SKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPD 665
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NTDB id 596 KW2 RS08720 WP 021037686.1 LQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
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