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NTDB id 615 LCA RS02545 WP 011374200.1 ...MGQQV.IACGRQFTAAQLADTQNN....NYSLPQIKRRPAFLRVKHRLVCQRCQQVV.PPQTCLPDGRHYCAQCLLFGRLVE 76
NTDB id 593 KW2 RS05130 WP 021037147.1 ...MNLILENLLGHLLLEKDISAFNNFTDQVNNENKLIKIGAMTSVNANKVRCNRCGTIHIKTNVKLPIGAFFCPTCLELGRVRS 82
NTDB id 84464 L6410 RS01840 WP 237395707.1 MYYFCFIL.LYHGRLFTKYQLT.........SEERERAKTI...SSVVGKNSCFRCGTSF.EEENKLPNAAYYCRACLLLGRVRT 71
NTDB id 277 KZH43 RS10090 WP 000867601.1 ...MKVNL.DYLGRLFTENELT.........EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRVRS 71
NTDB id 236 SPD RS10765 WP 000867601.1 ...MKVNL.DYLGRLFTENELT.........EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRVRS 71
NTDB id 202 SPR RS10250 WP 000867601.1 ...MKVNL.DYLGRLFTENELT.........EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRVRS 71
NTDB id 167 SP RS11275 WP 000867616.1 ...MKVNL.DYLGRLFTENELT.........EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRVRS 71
NTDB id 507 SM12261 RS09240 WP 000867722.1 ...MKVNP.NYLGRLFTENELT.........EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGTYYCRECLLMKRVRS 71
NTDB id 535 SMSK321 RS10515 WP 000867726.1 ...MKVNP.NYLGRLFTENELT.........KEERQLAEKLPAMRKEKGKLFCQRCDSAI.LDEWYLPIGAYYCRECLLMKRVRS 71
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NTDB id 615 LCA RS02545 WP 011374200.1 GDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVCLAAPRVAVC 161
NTDB id 593 KW2 RS05130 WP 021037147.1 DEYFYHLPQQDFPEKT..YLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVGLASPRIDVC 165
NTDB id 84464 L6410 RS01840 WP 237395707.1 DEKLYYFPQKDFSMNA..CLLWKGALTDWQQRISDGLVANVEKRQATLVHAVTGAGKTEMMYHAVASVINKGGAVCLASPRIDVC 154
NTDB id 277 KZH43 RS10090 WP 000867601.1 DQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVC 154
NTDB id 236 SPD RS10765 WP 000867601.1 DQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVC 154
NTDB id 202 SPR RS10250 WP 000867601.1 DQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVC 154
NTDB id 167 SP RS11275 WP 000867616.1 DQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVC 154
NTDB id 507 SM12261 RS09240 WP 000867722.1 DQSLYYFPQEDFPKQD..VLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVC 154
NTDB id 535 SMSK321 RS10515 WP 000867726.1 DQVLYYFPQEDFAKQD..ILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVC 154
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NTDB id 615 LCA RS02545 WP 011374200.1 LELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQACKPQCALLYLTA 246
NTDB id 593 KW2 RS05130 WP 021037147.1 IELHQRLSRDFTCQ.IPLLYHE.GDSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALENAKKINGTLLYLTA 248
NTDB id 84464 L6410 RS01840 WP 237395707.1 IELYKRLQNDFSVP.ISLLHGE.SDPYFRTPLVVATTHQLLKFYQAFDLVLIDEVDAFPYADNPILYQAADNAVKVDGVLVFLTA 237
NTDB id 277 KZH43 RS10090 WP 000867601.1 LELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTA 237
NTDB id 236 SPD RS10765 WP 000867601.1 LELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTA 237
NTDB id 202 SPR RS10250 WP 000867601.1 LELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTA 237
NTDB id 167 SP RS11275 WP 000867616.1 LELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTA 237
NTDB id 507 SM12261 RS09240 WP 000867722.1 LELYKRLQKDFACE.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTA 237
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LELYKRLQDDFACE.ISLLYGE.SEPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTA 237
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LLLI FVAAPSQEVIDRSKFLKLGLQEDEPQVFLTKAKNSENRI IMLESQ
NTDB id 615 LCA RS02545 WP 011374200.1 TPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLK.TQQILLFVPQVRLLQPVANRLS 330
NTDB id 593 KW2 RS05130 WP 021037147.1 TSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYK.............KFIEQRKTGFPLLIFVAEIDFGQDFAKNLQ 320
NTDB id 84464 L6410 RS01840 WP 237395707.1 TSTDELDKKVKSGKLQKLSLPRRFHGNPLVVPQKVWFSKFDTYLKKNKLVPKLRNAIQKQRETGYPLLIFVPEISKGLEFTSIME 322
NTDB id 277 KZH43 RS10090 WP 000867601.1 TSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQ 322
NTDB id 236 SPD RS10765 WP 000867601.1 TSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQ 322
NTDB id 202 SPR RS10250 WP 000867601.1 TSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQ 322
NTDB id 167 SP RS11275 WP 000867616.1 TSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQ 322
NTDB id 507 SM12261 RS09240 WP 000867722.1 TSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEIIQ 322
NTDB id 535 SMSK321 RS10515 WP 000867726.1 TSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEILQ 322
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NTDB id 615 LCA RS02545 WP 011374200.1 TLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNEAVLVQIAGRAGRHKDYAQNPVHF 415
NTDB id 593 KW2 RS05130 WP 021037147.1 EKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEHPNFTKSALIQMAGRVGRDSKRPTGLVSF 405
NTDB id 84464 L6410 RS01840 WP 237395707.1 QIFPEETIGFVSSQTDNRLEIVEGFRNKEITILISTTILERGVTFPGVDVIVVQANHYLYTSSSLVQISGRVGRSMDRPTGLLLF 407
NTDB id 277 KZH43 RS10090 WP 000867601.1 EQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLF 407
NTDB id 236 SPD RS10765 WP 000867601.1 EQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLF 407
NTDB id 202 SPR RS10250 WP 000867601.1 EQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLF 407
NTDB id 167 SP RS11275 WP 000867616.1 EQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLF 407
NTDB id 507 SM12261 RS09240 WP 000867722.1 EQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLF 407
NTDB id 535 SMSK321 RS10515 WP 000867726.1 KEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLF 407
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NTDB id 615 LCA RS02545 WP 011374200.1 YYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 593 KW2 RS05130 WP 021037147.1 FHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 84464 L6410 RS01840 WP 237395707.1 FHEGSTRSIEKAIAEIKQMNKEAGYV.... 433
NTDB id 277 KZH43 RS10090 WP 000867601.1 FHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 FHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 FHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 FHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 FHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 FHDGLNTSIKKAIKEIQQMNKEAGL..... 432
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