
logo

MMVL
M
K
W
L
M
M
YQFYLSQLM

E
D
K
S
R
A
F
Y
I
W
K
L
M
I
A
N
Q
R
D
K
E

H
R
T
Y
F
W
K
F
M
V
Y
K
L
I
F
R
S
T
N
K
D
T
K
R
Q
E
H
N
W
F
Y
R
T
W
F
K
F
S
V
K
W
L
I

F
A
L
Y
I
ITIM
V
P
S
L
I
V
A
L
C
A
I
L
V
T
A
V
G
C
S
V
L
A
L
I
A
S
M
G
I
P
V
L
F
S
I
L
F
T
A
I
V
A
C
G
I
A
F
G
M
F
I
Q

L
Y
I
S
F
W
F
M
Y
R
L
A
H
I
T
Q
L
C
F
Q
T
D
K
S
T
D
G
P
K
N
Q
Y
A
G
N
Q
S
T
P
H
N
P
K
S
Q

E
K
Q
S
R
T
K
M
N
P
A
E
V
A
E
T
K
Q
T
E
A
L
T
V
S
N
V
Y
F
L
T
E
Q
D
N
A
V
K
E
Q
T
D
V
N
TL
V
A
S
L
A
A
I
K
S
V
T
QSSTSKEQTN

S
N
S
K
A
P
Q
S
D
T
L
S
E
L
T
S
V

T
K
S
L
S
T
V
E
A
N
S
E
K
P
S
T
V
D
E
A
S
V
T
V
N
Q
K

F
S
V
K
N
Q
K
E
S
D
T
E
A
E
H
S
G
K
G
N
Q
S
D
E
A
S
N
E
A
D
E
S
P

NTDB id 1395 DSB67 RS04445 WP 010649155.1 ...........MKWM...................................................................... 4
NTDB id 1294 VP RS04495 WP 021449594.1 ...........MKWI...................................................................... 4
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...........MKKLSRYTF................................................................. 9
NTDB id 1362 HI 1008 AAC22669.1 ...........MKTL..FTS................................................................. 7
NTDB id 1272 LPP RS04360 WP 010946546.1 ..................................................................................... 0
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..................................................................................... 0
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ....MQYSMRF..WKNKYFVLIMLCLGVISPSVCAQS................................................ 31
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ....MQYSMRF..WKNKYFLLIMLCLGVISPSVCAQS................................................ 31
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRN.....FENKDTALKQSTSE.NNSLSKLEDVQVKDGDNS 79
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRN.....FENKDNALKQSTSE.NSSLSKVEDVQVKDGDNS 79
NTDB id 300 STER RS07485 WP 011681496.1 ..MK....EKILAYVKDNRLF.VSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVT.ALSTSSSKQSSQSLSEASSQSKTEGSE 77
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ........MSI.RHFFTFFWA.TLL............................................................ 15
NTDB id 1127 NGFG RS10560 WP 003703428.1 ..................................................................................... 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ..................................................................................... 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ..................................................................................... 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ..................................................................................... 0
NTDB id 613 LCA RS05340 WP 231952379.1 .MMW....QDYWQRYRRFWW..VPCLVLLGIIAGGFYW.HQSQQKQKVT....QNEQ.LLA......TSAS.KTKPATKKTHQAA 65
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKA.IILAASAAVFTAIMIFLATGKNKEPVKQAV.................PTETENTVVKQEANND 56
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...M....ESIIEKIKEYKII.VICTGL.GLLVGG.FFLLKPAPHTPVKETNLQAEV.VAI......SKDSSTEKDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...M....EAIIEKIKEYKII.VICTGL.GLLVGG.FFLLKPAPQTPVKETNLQAEV.VAV......SKDSVSEKEVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 ...M....EAIIEKIKEYKII.VICTGL.GLLVGG.FFLLKPAPQTPVKETNLQAEV.AAV......SKDSSTEKEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...M....EAIIEKIKEYKII.VICTGL.GLLVGG.FFLLKPAPQTPVKETNLQAEV.AAV......SKDLVSEKEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 ...M....EAIIEKIKEYKII.VICTGL.GLLVGG.FFLLKPAPQTPVKETNLQAEV.AAV......SKDLVSEKEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 ...M....EAIIEKIKEYKII.VICTGL.GLLVGG.FFLLKPAPQTPVKETNLQAEV.AAV......SKDLVSEKEVNKEEKEEP 68
NTDB id 1242 Cj0011c YP 002343483.1 ..................................................................................... 0
NTDB id 84162 LLC RS14370 WP 228764031.1 ..................................................................................... 0
NTDB id 595 KW2 RS08725 WP 021037687.1 ...M....EKILDKLKEYWKI.MLLVVC.ALIAGG.IFYIFTNSPKPAETLSVEN...LSS......S..STKSSVSKFNSSSSE 64
consensus



logo

E
T
V
K
L
K
S
V
N
E
N
K
Q
E
K
N
S
G
D
E
G
K
T
P
L
G
V
I
F
M
V
Y
T
I
VDLIVKGAVAQVKKNYHSPNGVIYEPQTKDI

M
L
K
R
S
T
P
A
T
S
V
D
S
K
G
EAE
T
D
S
L
R
F
L
V
F
T
S
V
N
E
M
Q
D
Q
V
L
A
L
I
V
E
K
R
V
D
M
Q

E
F
N
Q
S
K
R
A
Q
GG

M
P
T
A
F
L
S
L
D
T
D
Q
P
E
A
N
D
Y
Q
Y
F
A
Q
D
Q
T
A
V
E
S
A
S
W
R
K
K
Q
R
F
S
A
I
V
L
L
N
M
I
L
S
K
R
A
E
A
H
Q
S
Q
R
I
K
S
M
L
V
L
Q
V
I
K
Y
A
T
S

K
A
L
R
D
F
G
I
Q
C
E

T
E
K
L
A
G

LSAIF
M
V
L
N
L
I
V

L
I
V
F
Y
S
A
I
V
A
S
T
P
M
N
S
F
H
K
L
T

T
V
S
K
D
L
W
F
S
G
A
K
Q
E
N
S
V
K
A
T
E
N
S
T
V
E
M
A

D
T
N
S
A
V
K

A
V
T
D
K
V
T
E
S

E
L
T
X
A
P
Q
E
S
D
H
Q
A
G
K
L
Q
I
T
D
I
T
A
E
G
P
G
H
Q
V
L
S

A
S
T
PQQIA

NTDB id 1395 DSB67 RS04445 WP 010649155.1 .....................................................LTLCL..LILAPMSWAETKTKAD......... 25
NTDB id 1294 VP RS04495 WP 021449594.1 .....................................................LTLCL..VVFAPLSLAA.DTKAD......... 24
NTDB id 1382 A4U84 RS07375 WP 062924234.1 .....................................................SLLFG...LFSATTFAEEKVTTSTEHT..... 33
NTDB id 1362 HI 1008 AAC22669.1 .....................................................VVLCG..ALVVSSSFAEEKATXQTAQS..... 32
NTDB id 1272 LPP RS04360 WP 010946546.1 .................................................MKARLIAILLSFIVIPFSSQAEN.EPQ......... 26
NTDB id 1249 GCO85 RS04230 WP 010946546.1 .................................................MKARLIAILLSFIVIPFSSQAEN.EPQ......... 26
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ......................................FDQNFQEWKV..KQQMYDQK..LNI.SKSS.......H......... 57
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ......................................FDQNFQEWKA..KQQMYDQK..LNI.TKSS.......H......... 57
NTDB id 20 SA RS08005 WP 001802022.1 KNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLDDADVSRINLSEKLTDQK..MIFIPHKGQKNV.EPQIEV...... 153
NTDB id 36 MW RS08230 WP 001793467.1 KNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLEDADVSQINLSEKLTDQK..MIFIPHKGQKNV.EPQIGV...... 153
NTDB id 300 STER RS07485 WP 011681496.1 KVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEE..VIYVANKDENVS.VLDQTGT..... 153
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..........................TLFSMQIVFAQGFDQQYDAW....................K......TQQKAH...... 42
NTDB id 1127 NGFG RS10560 WP 003703428.1 .................................MSRGGATPY...RFLLIRHIVARCG..LLFATLKGKTMK............. 34
NTDB id 1126 NGFG RS09375 WP 003703428.1 .................................MSRGGATPY...RFLLIRHIVARCG..LLFATLKGKTMK............. 34
NTDB id 1125 NGFG RS07215 WP 003703428.1 .................................MSRGGATPY...RFLLIRHIVARCG..LLFATLKGKTMK............. 34
NTDB id 1108 NGFG RS06525 WP 003703428.1 .................................MSRGGATPY...RFLLIRHIVARCG..LLFATLKGKTMK............. 34
NTDB id 613 LCA RS05340 WP 231952379.1 TKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQL..IIYIPKKGEVVT.DQELIQAPQQIA 147
NTDB id 105 BSU 25590 NP 390437.1 ESNETIVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGT..VVYIPKKGEETA.VQQGGG...... 131
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEA..LVYVPTKGEESA.SQHTGS...... 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEA..LVYVPTKGEEAA.SQQAGP...... 143
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEA..LVYVPTKGEEAV.SQQTGS...... 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEA..LVYVPTKGEEAV.SQQTGL...... 143
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEA..LVYVPTKGEEAV.SQQTGL...... 143
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEA..LVYVPTKGEEAV.SQQTGL...... 143
NTDB id 1242 Cj0011c YP 002343483.1 .....................................................MKK....LL....................... 5
NTDB id 84162 LLC RS14370 WP 228764031.1 ..................................................................................... 0
NTDB id 595 KW2 RS08725 WP 021037687.1 KNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEE..VIYVPKVGESSS.SESTDS...... 139
consensus * * * ***



logo

TTD
S
E
TRLTNQESSAPQV

S
K
A
P
S
N
V
M
G
A
G
H
Q
V
S
F
T
G
H
M
P
S
T
A
V

G
V
K
N
Q
L
S
A
L
Q
T
I
S
F

D
E
L
K
V
C
S

F
S
V
A
H
K
Q
T
M

A
F
G
Q
N
T
V
P
L

G
Q
T
V
F
K
A

A
I
L
T
Q
K
N
S

A
D
P
T
F
G
Y
C
Q
S

G
K
S
E
I
V
N
T
A

D
L
V
T
G
F
S

D
L
T
I
N
V
S
K

A
F
S
D
K
N
G
T
L
E

D
N
P
V
I
T
A
G
K

L
V
Q
T
A
K
L
I
V
D
H
N
V
I
LNSQAKTANDTSSQAVLKNTYSQEQSEFILAMTEKQDKGTGLMKTASQFIVLHIVNSTPKGVLIGKAQEGPSAKRKALNKEQQSDAVI LAVIQADEFHYRDKTMNQAESNEAKQEYQHNAQGRDNPSGAKFALTXQKQETNSLAIVAEDQEDI

L
L
A
G
Q
I
T
K
E
N
KV

G
Q
S
KGFIGAKQSEDGPRAKLSIFVTVFILKRADEQKI

N
L
Q
E
R
K
N
E
S
D

NTDB id 1395 DSB67 RS04445 WP 010649155.1 ...................KYEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNED 91
NTDB id 1294 VP RS04495 WP 021449594.1 ...................KYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNED 90
NTDB id 1382 A4U84 RS07375 WP 062924234.1 .........PVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRD 108
NTDB id 1362 HI 1008 AAC22669.1 .........VVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRD 108
NTDB id 1272 LPP RS04360 WP 010946546.1 ...............KTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNRE 96
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ...............KTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNRE 96
NTDB id 1069 ABD1 RS03060 WP 043960841.1 .........SNSSKISQTKNFNDSTGQIHLNQANVNEFQ.QLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKS 132
NTDB id 1041 H0N27 RS14740 WP 005124713.1 .........SNGSKISQTKNFNDSTGQIHLNQANVNEFQ.QLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKS 132
NTDB id 20 SA RS08005 WP 001802022.1 .............NSVHVKNGNTNNTKVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKS 224
NTDB id 36 MW RS08230 WP 001793467.1 .............NSVHVKNGNTNNTKVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKS 224
NTDB id 300 STER RS07485 WP 011681496.1 ..........GQ.VSDKGGQAVSKDGKINLNTATSEQLQ.TISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRE 226
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..DTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRD 124
NTDB id 1127 NGFG RS10560 WP 003703428.1 .........KMFVLFCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKD 109
NTDB id 1126 NGFG RS09375 WP 003703428.1 .........KMFVLFCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKD 109
NTDB id 1125 NGFG RS07215 WP 003703428.1 .........KMFVLFCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKD 109
NTDB id 1108 NGFG RS06525 WP 003703428.1 .........KMFVLFCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKD 109
NTDB id 613 LCA RS05340 WP 231952379.1 TTSERTQE.QASTGTSANASSTSDTAKIDLNQADSTQLQ.TLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQS 230
NTDB id 105 BSU 25590 NP 390437.1 ..........GSVQ.....SDGGKGALVNINTATLEELQ.GISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKS 200
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..........GAPS......STSKDKKINLNKASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKD 211
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..........GTAS......STSKEKKVNLNKASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKD 211
NTDB id 153 SP RS04730 WP 000387344.1 ..........GTAS......STSKEKKVNLNKASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..........GTAS......SISKEKKVNLNKASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
NTDB id 222 SPD RS04535 WP 000387330.1 ..........GTAS......SISKEKKVNLNKASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
NTDB id 188 SPR RS04295 WP 000387330.1 ..........GTAS......SISKEKKVNLNKASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKD 211
NTDB id 1242 Cj0011c YP 002343483.1 ..............FLFFALTAFLFGAVNINTATLKELK.SLNGIGEAKAKAILEYRK.EANFTSIDDLKKVKGIGDKLFEKIKN 74
NTDB id 84162 LLC RS14370 WP 228764031.1 .........................................................MKNGDFKSIEDLGKVSGFGDKTLEKLKD 28
NTDB id 595 KW2 RS08725 WP 021037687.1 ..........PTGSSVSNQISTTSGPKVNINKADLTELQ.KLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKD 213
consensus **** ** ** * *** *** ***** ** !****** *! !*! ********



logo

C
D
E
K
S
Q
R
Y

F
A
L
V
I

C
I
V
Y
K
L
A
S
T
F
E
L
I
V
A
K
N
E
I
G
D
F
A
V
P
I
A
N
PKGPAKPVLPAVKK

NTDB id 1395 DSB67 RS04445 WP 010649155.1 RILL.................. 95
NTDB id 1294 VP RS04495 WP 021449594.1 RILL.................. 94
NTDB id 1382 A4U84 RS07375 WP 062924234.1 CIVIE................. 113
NTDB id 1362 HI 1008 AAC22669.1 RIIF.................. 112
NTDB id 1272 LPP RS04360 WP 010946546.1 KLKEIFVIN............. 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 KLKEIFVIN............. 105
NTDB id 1069 ABD1 RS03060 WP 043960841.1 RLAL.................. 136
NTDB id 1041 H0N27 RS14740 WP 005124713.1 RLAL.................. 136
NTDB id 20 SA RS08005 WP 001802022.1 YFTI.................. 228
NTDB id 36 MW RS08230 WP 001793467.1 YFTI.................. 228
NTDB id 300 STER RS07485 WP 011681496.1 SLYVA................. 231
NTDB id 1014 ACIAD RS13855 WP 004924483.1 RLAI.................. 128
NTDB id 1127 NGFG RS10560 WP 003703428.1 QASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 QASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 QASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 QASVGAPAPKGPAKPVLPAVKK 131
NTDB id 613 LCA RS05340 WP 231952379.1 QICVN................. 235
NTDB id 105 BSU 25590 NP 390437.1 SITVK................. 205
NTDB id 521 SMSK321 RS04960 WP 000443804.1 YVTVD................. 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 YVTVD................. 216
NTDB id 153 SP RS04730 WP 000387344.1 YVTVD................. 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 YVTVD................. 216
NTDB id 222 SPD RS04535 WP 000387330.1 YVTVD................. 216
NTDB id 188 SPR RS04295 WP 000387330.1 YVTVD................. 216
NTDB id 1242 Cj0011c YP 002343483.1 DITIE................. 79
NTDB id 84162 LLC RS14370 WP 228764031.1 EISID................. 33
NTDB id 595 KW2 RS08725 WP 021037687.1 EISID................. 218
consensus * *

X non conserved

X similar

X ≥ 50% conserved


