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NTDB id 84090 JG741 RS09165 WP 011677213.1 MKKKNKKISPKLKWGISIGL.IIVALLVLVYPTNYYVEMPGTTEPLGKMVKVEGKKDEHKGDFFLTTVQIARANLATMIYSHFNS 84
NTDB id 360 SMU RS02495 WP 002262039.1 .....MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
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NTDB id 84090 JG741 RS09165 WP 011677213.1 FTSIYSEQEMTGGLNDAQFNRVNQFYMETAQNTAVYQAFKLANKPYELKYEGVYVLDIAKNSTFKNKLELSDTITAVNGEEFKSS 169
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDKTFHSS 165
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NTDB id 84090 JG741 RS09165 WP 011677213.1 ADMIAYVSKQKVGDSVTIEYTRIDGSKHKSTGKYIKIANGKTGIGIGLVDHTEVVTDPKVTVNAGSIGGPSAGIMFTLEIYSQLT 254
NTDB id 360 SMU RS02495 WP 002262039.1 KELIKYVSGLKLGSKVSVQYTSEN.KKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMFTLDIYDQLV 249
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NTDB id 84090 JG741 RS09165 WP 011677213.1 GKDLRGGREIAGTGTIEHDGSIGQIGGVDKKVATASKEGAKVFLVPDSGTKK.......ESSNNYLGAKAAAKKLKTKMKIVPVK 332
NTDB id 360 SMU RS02495 WP 002262039.1 KEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQAAKKLGTKMKIVPVK 334
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NTDB id 84090 JG741 RS09165 WP 011677213.1 TIQDALDYLEK. 343
NTDB id 360 SMU RS02495 WP 002262039.1 NVQEAIDYLRKH 346
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