
logo MTFLKS ITQE IA IV IV I FALFGLMFYLYHLPLEAYLLALGVI LLLLL I F IG IKYLSFVKTI SQQQQI ENLENTALYQLKNEQI EYK
NTDB id 84012 SA231 RS03340 WP 000143415.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLENALYQLKNEQIEYK 85
NTDB id 8 SA RS13860 WP 000143425.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLETALYQLKNEQIEYK 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!

logo

D
NDVESYFLTWVHQMKTP ITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDI SVTKI S INNI IRP I IMKYS IQF

NTDB id 84012 SA231 RS03340 WP 000143415.1 DDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIRPIIMKYSIQF 170
NTDB id 8 SA RS13860 WP 000143425.1 NDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIRPIIMKYSIQF 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IDQKTKIHYEPCHHEVLTDVRWTSLMI EQL INNALKYARGKDIW I EFDEQSNQLHYVKDNGIG I SEAGDLPKI FDKGYSGYNGQRQS
NTDB id 84012 SA231 RS03340 WP 000143415.1 IDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLYVKDNGIGISEGDLPKIFDKGYSGYNGQRQS 255
NTDB id 8 SA RS13860 WP 000143425.1 IDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLHVKDNGIGISEADLPKIFDKGYSGYNGQRQS 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo NSSTGIGLF IVKQI SNTHTNHPVSVVSKQNEGTTFTIQFPDE
NTDB id 84012 SA231 RS03340 WP 000143415.1 NSTGIGLFIVKQISNHTNHPVSVVSKQNEGTTFTIQFPDE 295
NTDB id 8 SA RS13860 WP 000143425.1 NSSGIGLFIVKQISTHTNHPVSVVSKQNEGTTFTIQFPDE 295
consensus !!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!
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