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MYRASTVKQTFDFTSGEQPFVTNYVQCL ITSV
NTDB id 83956 JN167 RS02455 WP 047526087.1 MKRCISVHNNVEKHSNIVDDNEFEKLITDLKPLIIRRMKRFGFKYHDLEDLYQEILIKIYRATKTFDFTGEQPFVNYVQCLITSV 85
NTDB id 13 SA RS02890 WP 000872882.1 MKYDLTTQDSTIKRNNSINDKDFEKLVMDLQPLIIRRIKTFGFNHYDLEDLYQEILIRMYRSVQTFDFSGEQPFTNYVQCLITSV 85
NTDB id 29 MW RS02705 WP 000872877.1 MKYDLTTQDSTIKRNNAINDKDFEKLVMDLQPLIIRRIKTFGFNHYDLEDLYQEILIRMYRSVQTFDFSGEQPFTNYVQCLITSV 85
consensus !!**********!**! **!**!!!!**!!*!!!!!!*!*!!!***!!!!!!!!!!!**!!***!!!!*!!!!!*!!!!!!!!!!

logo KYDYLRKCYLASTSNRKRMDSNLVINEYKRVI
TYPCALIKYRFHYDI

VERNNYLNKLNAVIRKEL IRCQFKYLSVAFEKEDVMYFL IMCDEQYKPRE IAQLMNHVKEKTV
NTDB id 83956 JN167 RS02455 WP 047526087.1 KYDYLRKCLASSRRMDSLVNEYKVIYPCALKYHDIERNYLNKLNVRELICQFKYLSAFEKEVMYFICDQYKPREIAQLMNVKEKT 170
NTDB id 13 SA RS02890 WP 000872882.1 KYDYLRKYLATNKRMDNLINEYRVTYPCAIKRFDVENNYLNKLAIKELICQFKYLSAFEKDVMYLMCEQYKPREIAQLMHVKEKV 170
NTDB id 29 MW RS02705 WP 000872877.1 KYDYLRKYLATNKRMDNLINEYRVTYPCAIKRYDVENNYLNKLAIKELIRQFKYLSVFEKDVMYLMCEQYKPREIAQLMHVKEKV 170
consensus !!!!!!!*!!***!!!*!*!!!*!*!!!!*!**!*!*!!!!!!***!!!*!!!!!!*!!!*!!!**!*!!!!!!!!!!!*!!!!*

logo IYNAIQRCKSNKIRKQRHYFKMF
I

NTDB id 83956 JN167 RS02455 WP 047526087.1 IYNAIQRCKSKIRQHFKMF 189
NTDB id 13 SA RS02890 WP 000872882.1 IYNAIQRCKNKIKRYFKMI 189
NTDB id 29 MW RS02705 WP 000872877.1 IYNAIQRCKNKIKRYFKMI 189
consensus !!!!!!!!!*!!***!!!*
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