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NTDB id 83831 ALDI51 RS18660 WP 201396113.1 MFSFFKKKSPSPAEPSSAPA..PDAASAPP.........................ADAPTGGGALGWLRKSFGAQDAA.. 51
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 83831 ALDI51 RS18660 WP 201396113.1 .........APQAAPAADEAPPAVPEPAPKPEGARQGWMDRLKSGLRKTG....GSIATVFTGTQINDALYEELEDALLM 118
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 83831 ALDI51 RS18660 WP 201396113.1 ADTGVKATQHLLADLRRRVKEAKATEPAAVKALLADALADLLRPLEKPLVIGE.HQPTVIMVAGVNGAGKTTSIGKLTRH 197
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 83831 ALDI51 RS18660 WP 201396113.1 LADHGESVLLAAADTFRAAAREQLGVWATRNTVEIISQEGGDPAAVSFDAVTAGRARGKDVVLVDTAGRLPTQLHLMEEL 277
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 83831 ALDI51 RS18660 WP 201396113.1 RKIKRVVTKADATAPHEVLLVIDGNTGQNALAQVRAFDDALQLTGLIVTKLDGTAKGGVLAAIAQERPVPVYFIGVGEKV 357
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 83831 ALDI51 RS18660 WP 201396113.1 EDLETFNAREFAQALLA 374
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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