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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 MSNEVKRRNPRRGHGGPMGGGPMAPGEKAKDFKGSMKKLISYLGKYQIKIYLVILFAIGSTVFTIVGPKILGNATTEIFS 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTK 53
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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 GMMKKISGKGGIDFDKIGHILFTLVILYIVSAIFGLIQGFIMTDVSQKVIYNLRKEISKKINRMPMKYFESKTNGEVLSR 160
NTDB id 370 SMU RS04260 WP 002263294.1 GL......AGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSR 127
consensus !******* ! !! !!!!*! !! *!! !* !!** * !! !! ! !!!**!*!!!*!***!* !!!
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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 VTNDVDTLSQSLNQSITQIITSITLIIGIIGMMLSINVFMTIVAMLVLPISGILIASVVKKSQKYFTEQQEYLGHVNGQI 240
NTDB id 370 SMU RS04260 WP 002263294.1 VTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYV 207
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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 EEIYGGHSVVTVFNGQEQVIDDFNKANDTLYNSAWKSQFLSGMMMPIMTFVGNLGYVAVAILGGYLAVKGKVKVGDIQSF 320
NTDB id 370 SMU RS04260 WP 002263294.1 EEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAF 287
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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 IQYVRQFNQPIGQLAQVANQLQSTAAAAERVFEFLNEEEEDQFAENPVATENIEGSVSFEHVHFGYNPDKVIINDFSANV 400
NTDB id 370 SMU RS04260 WP 002263294.1 MTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHA 367
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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 KPGQKVAIVGPTGAGKTTMIKLLMRFYDVNKGAIKIDGHDIKDFNRSELRELFGMVLQDTWLFNGSIRENIRYGKLEASD 480
NTDB id 370 SMU RS04260 WP 002263294.1 KAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITD 447
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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 EDVIKAAKAAHVDHFVRALPDGYNMELNEEASNISQGQKQLLTIARAILADPKILILDEATSSVDTRTEVLIQKAMDNLM 560
NTDB id 370 SMU RS04260 WP 002263294.1 EQVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLM 526
consensus ! !! !!!! *!*!!** !! !! ! ** *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!!*!!!*!!
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NTDB id 83768 bsdtb5 RS16360 WP 271713045.1 KGRTSFIIAHRLSTIRDADLILVMKDGDIIEQGSHEELLAKGEFYANLYNSQFDKTA. 617
NTDB id 370 SMU RS04260 WP 002263294.1 EGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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