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NTDB id 1149 A1552VC RS08405 WP 000173776.1 MTLLSNYWSLISFSITVLSAPYWPWMPSWGWAWLCLIVMVLLGYHRVGRQFLGFVAAILTIVLQGNLIRDQSNVLYQAGP 80
NTDB id 83727 VA249 RS09770 WP 221067843.1 MTLSDKSWTLVLFVVTVISSAWWPTMPDWRWTLLGMITIGSIIKWRQGVICIGAILGAMVVVVHGNIMEHHKQALFQAGE 80
NTDB id 1396 DSB67 RS04755 WP 010649088.1 MTLLEKSLTLALFVASVISSAWWPTMPDWRWLLLGIIATGSIIKLRRGLLSIGVIWGFMVVIIHGNVMEHQRQALFRAGG 80
NTDB id 1295 VP RS04795 WP 005481856.1 MTLLEKSWTLALFVASVISSAWWPTMPDWRWLLLGIITTGSIIKLRRGLISIGVIVGFMVVIVHGNIMEYQRQALFQAGE 80
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 DIIIKGRVDSFFTQTRYAYEGFVLIHEVNGQTLNKMTRPRIRLSAPLLLQPNDRVEFSVTLKPIVGRLNQTGFDLEAHYM 160
NTDB id 83727 VA249 RS09770 WP 221067843.1 DLTIIGTVDSPFTQISHGYEGIVSVSHADSKSLLPFAKPKIRLITPFPLSVNSHFTTQVSMKAITGLRNEAGFDIEQQSL 160
NTDB id 1396 DSB67 RS04755 WP 010649088.1 NITINGKVDSPFTQISHGYEGIAQINQVNSQNLLPFLKPKIRLITAFPLPVNSEFTTQVTIKPILGLKNEAGFDAEKQAV 160
NTDB id 1295 VP RS04795 WP 005481856.1 NSTIIGRVDSSFTQISHGYEGVVAIKQVNSHTLLPFLKPKVRLITPFPLAVNSEFTTNVLIKPIIGLRNEAGFDAEKQSM 160
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 AQSVVARAVVKPDTAYQIVQESGIRSSLFFELEQLTHTSPYQGLILALTFGERKGIDEQEWQALRNSGLIHLVAISGLHI 240
NTDB id 83727 VA249 RS09770 WP 221067843.1 GNGVLARAVVSSQARWIIRTHTSVRQSIIQSVNREIRHLHHFPLISALAFSDRTRLTHQHWQQLRDSGLLHLISISGLHI 240
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GKGIVARAVTPDDAKWLIRTYSSFRQQIITAVDTHIAELDHFPLISALAFSDRSLLAKQDWQSLRDSGLLHLVSISGLHI 240
NTDB id 1295 VP RS04795 WP 005481856.1 GSGVVARAVVTKDSYWVIRTSSSWREAIIQTVERDISRLEHFALIKALAFADRTGLTKEDWQSLRDSGLLHLVSISGLHI 240
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 GIAFSVGYFLGLGMMRFHAQLLWSPFVCGALLAVLYAWLAGFTLPTQRALIMCLLNVALIMLAFPLSALKRILLTLVAVL 320
NTDB id 83727 VA249 RS09770 WP 221067843.1 GMAYAFGASIGVCARYMASNLLYLPAVIGLIAAFSYAWLADFSLPTTRAFSVCAIYVMLKYFLVHWSAWRVLLLAVAIQL 320
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GMAFAFGMSLGFVIRLLFPKFVHLPSAVGLLAALVYAWLADFSLPTTRAFSVCVIYLVLKAALVHWSPWRVLLLAVSIQL 320
NTDB id 1295 VP RS04795 WP 005481856.1 GMALTFGLALGGLIRLAMPRYWFLPSVSGLAFAIVYAWLADFSLPTTRAVSVCIIYIALKYWLVHWSPWRVLLLAVALQL 320
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 LWSPFASLSNSFWMSFLAVAIVLYQLASQS....QRQVWWKALLWAQVFLVCLMAPVTAYFFGGLSVTAVLYNLVFIPWF 396
NTDB id 83727 VA249 RS09770 WP 221067843.1 SMSPFAFFSMSFWLSYLSVAAVLLAVNEMQQGSKGRKQPLLALLKVQFLLTLLIMPISGYFFVGTSLASIFYNLVFIPWF 400
NTDB id 1396 DSB67 RS04755 WP 010649088.1 FIEPFASFTMSFWLSYLSVVAVLLAVNVVQQRRGNRQTKLSSLLKIQLVLTLLIVPISGAFFSGTSLVSIAYNLVFIPWF 400
NTDB id 1295 VP RS04795 WP 005481856.1 FFQPFASFSLSFWLSYLSVGAVLFAVNTVQDSKEGRLGKLRILLLTQLILSLLIVPISGYFFSGFSWSSLVYNLVFIPWF 400
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLVIVPALFLGLLLM......VVWPSVAAAYWPWVDWTFLPLDWALQFADVGWWVVPSKVQGVVAASVAILLLYRFMSLK 470
NTDB id 83727 VA249 RS09770 WP 221067843.1 GFVVVPVMFLALAVSSSLMTSSITYWFPGVLWQLLDWLLWPMTWALEFAQGSWQPLSVEQSSLVLLVCVLFILRRFFDRP 480
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GFLVVPLMFLALIVT......PISFQLAGMLWQLVDWVLLPLTWSLQFAVGSWHFVSLPLTLTILAVAICGLLRRFLNRG 474
NTDB id 1295 VP RS04795 WP 005481856.1 GFVVVPIMFAALIAS......LLFPMLATVLWYLLDIFLVPLSWSVRYAIGTWQPISAEWTFVIAVVSAVLVSRHVMPRY 474
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 ACSLLLGM.IGLWWWFPSLTPLWRMDVLDVGHGLAIVIEQDERAIVYDTGSSWPGGSYVQSVIEPMLQQRGLRQVDGVIL 549
NTDB id 83727 VA249 RS09770 WP 221067843.1 AWMLLSGVVVMLTLPFSKERQGWRLDVLDVGHGLAVLIEKDSHIMLYDTGKAWAGGSIAEQVIRPVLHRRGYNSIDTLVL 560
NTDB id 1396 DSB67 RS04755 WP 010649088.1 SLVTLVMLVTGVALFYERTTNSWRVDVLDVGHGLAVLIEKHGKVALYDTGKAWNSGSIAQQVISPVLHRRGFGTIDMFII 554
NTDB id 1295 VP RS04795 WP 005481856.1 VWMFVCVIVVMTGLFPKQYNQTWRIDVLDVGHGLAVLVEKEGRVLLYDTGKAWQNGSIAEQVITPVLHRRGYSSVDTMIL 554
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 SHLDNDHAGDWQGLAERWQPNWIRASQLGTEFMPCIRGESWQWQSLHFTVLWPPQAVSRAYNQHSCVIRMTDTQSNHSVL 629
NTDB id 83727 VA249 RS09770 WP 221067843.1 SHTDADHAGGRLYLESQFEPSRKLSSQKLLNYQPCVANNNWTWQGLMVEVVWPPKLVNRAYNPHSCVLRITDPQTHFRVL 640
NTDB id 1396 DSB67 RS04755 WP 010649088.1 SHADSDHAGGRQYIEQHFSPAQNFSSQNYADYQSCIAGERWYWQALYFEVLWPPKQVNRAYNPHSCVVRVVDKESGFKLL 634
NTDB id 1295 VP RS04795 WP 005481856.1 SHADNDHAGGRKVIEQYFSPKHKLSSQSFLHYQPCIAAEKWKWQGLNMEVLWPPKPVVRAYNPHSCVISLEDPSTGFKML 634
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LVPHHGSKTSSSTNAPEKFVIAHNQAIQVVESNPKSTLAIASTVLAKDLNSNRQWNGLMPNAEPENQSVKLVQSARAYTQADEFQSANQGAVSYEWLDT
NTDB id 1149 A1552VC RS08405 WP 000173776.1 LSGDVTAMGEWLLARDGAQLQSEVMIVPHHGSKTSSTAEFIAQVNPKLAIASVAKDNRWNLPNPQVVARYQAQQVEWLDT 709
NTDB id 83727 VA249 RS09770 WP 221067843.1 LTGDIEAISEWLLTRQAEKINSDVMLVPHHGSKSSSNPKFIHAVNPTLAIASLAKNNQWGMPAESVKAAYQFAGVEWLDT 720
NTDB id 1396 DSB67 RS04755 WP 010649088.1 LTGDIEAVSEWILMREPNKLESDVMLVPHHGSKSSSNPKFVQIVSPTLAIASLAKSNQWGMPAENVLSAYQEANAYWLDT 714
NTDB id 1295 VP RS04795 WP 005481856.1 FTGDIEAISEWILLREPEKLRSDVMLVPHHGSKSSSNPKFINVVEPSLAIASTAKLNQWGMPAPEVVQAYTDSGVSWLDT 714
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 GHAGQISLFFYLDQLDWFTQRSLGWQPWYRQMLRKGVE 747
NTDB id 83727 VA249 RS09770 WP 221067843.1 GHDGQISVFINQDNWYFDTKRRESFEPWYRQMLRKGVE 758
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GSHGQVSVFIERDNWYFEAKRSETFEPWYRQMLRKRVE 752
NTDB id 1295 VP RS04795 WP 005481856.1 GSDGQITILLDGNNWRFESKRRETIEPWYRQMLRNRVE 752
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