
logo MHQQDEHNQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDEMDNFNI IGEPLVI
MYCQRLPPANDYLPASPEAAL ITGI STPQKAMNQSEQGLASEPEF IAKR

NTDB id 83723 VA249 RS06640 WP 221069473.1 MHQDNQPTFFFFDYETWGTSPAKDRPSQFAGVRTDENFNIIGEPLVMYCRPPADYLPSPEAALITGISPQKAMQEGLSEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!*!! *! !!!! !!!!!!!!!*!!!! !! !!!!!!*

logo IHAELSKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI

VEWPENDEDEGFTSFKLEHLSVA
NTDB id 83723 VA249 RS06640 WP 221069473.1 IHAELSKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGVEWPENEEGFTSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!**!!!!!!!!!!!!!

logo NGI EHSNAHDAMADVIATI ELMAKKVKAAQPKFLFDYFFYSTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQYTSWIVP I
VAWHPTNNQN

NTDB id 83723 VA249 RS06640 WP 221069473.1 NGIEHSNAHDAMADVIATIEMAKKVKAAQPKFFDYFYSMRHKRKLNELVDIVNMTPLMHVSGMLGRECQYTSWIVPVAWHPTNNN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!**!!!!!!! !!*!!!! !!!!!!!!!!!!!**!!!!!!!*!!!!!!*!

logo AVITVI
VDLAGKDPQP I

LLELDSAEETLHQAQRLYTKRRYEDELAGPDGEQLPVPVKLVHLNKCP I LAPAKTLTAENAEQKS IG IDREQKQCLADHNLANLVI
LRQHP

NTDB id 83723 VA249 RS06640 WP 221069473.1 AVITIDLAKDPQPILELSAEELHQRLYTKREELG.GQLPVPVKLVHLNKCPILAPAKTLTAENAESIGIDRQKCLDNLALLRQHP 339
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! *!!*!!!!!*!!! !! !* !!!!* !*!** !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !! *! **!!!!

logo E IREKL IVNTLVFS IQEREQFENKQESDSDVDSTQLYADGFFSPADRAAMDE I IRETTADPEINLAGASLADI ERFVAGDKR I EKPLLFRYRARHYPHNTLDTDEQTEQRR
NTDB id 83723 VA249 RS06640 WP 221069473.1 EIREKLINLFSIERQFEKSDDVDTQLYDGFFSPADRAAMDIIRETDPINLAALDIEFGDKRIKPLLFRYRARHYPNTLDEQEQRR 424
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!* *!! !! ! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! *!!!! !!!!!!!!!!!!*!! * !!!!

logo WATALHCRDVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHRYVEKSLAVCS
NTDB id 83723 VA249 RS06640 WP 221069473.1 WTLHCRDVFESQIEEYMLNLENLVHEHESDEKKIAILKSVYRYVESLVS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !!!! !! **! !!!!!!!!!!!! !*!!*!!!!!!!*!!! ! *
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