logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

<_
>

KK KKKLEEIEKKFDBEé%KAL@éAMKB ﬁK F KNQJ VBLD . oEas| )

600 KW2 RS01765 WP 011675413.1 MRLG A.ANQK SV
269 KZH43 RS08665 WP 001085462.1 . INUGANCERR . AEQKMQV
228 SPD RS09265 WP 001085462.1 . INVIANERR . AEQKMQV
194 SPR RS08825 WP 001085462.1 . INUANCERR . AEQKMQV
159 SP RS09750 WP 001085462.1 . IRVIANERR . AEQK
499 SM12261 RS08315 WP 078228268.1 . INIANERR . AEQK
527 SMSK321 RS11065 WP 001085454.1 . INIGANERR . AEQK
408 SMU RS09530 WP 002262392.1 . VANEE . AEQK
453 Spy49 1753c ACI62003.1 . IUAREEER . AEQK
115 BSU 16940 NP 389576.2 K.TDTR
625 LCA RS02525 WP 011374196.1 K.VDTQ
1313 DR RS12030 WP 010888966.1 .SKLD
1245 Cj1673c YP 002345041.1 .EVEQ
1211 C694 RS00795 WP 000963128.1 .QVEK
1214 NCTC11637 00359 SQJ03206.1 .QVEK
1334 RAOC RS04870 WP 004918236.1

1389 A4U84 RS07560 WP 021112712.1
83689 JLZ01 RS04130 WP 003688695.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

NN NN NN nkln @ KN NN NN NN

consensus * * * kok o bk b D skskokoe ok *

1)

N E RN

I
L

|

V-

Y
L

(]




logo

'
|

1Dl R e e LU ELE e A

EIYGPESSGKTT DELL E 154
EIYGPESSGKTT ANFAQKINGGEAAF IDAEHALDPEIAYARRALGVN DELL SQPD 1563
EIYGPESSGKTT ANFAQKINGGEEAAF IDAEHALDPEAY ARWALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPRAYARWALGVN DELL SQPD 1563
EIYGPESSGKTT ANAQKINGGRWAAF IDAEHALDPIAY ALWALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEAYARWALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEAY ARRALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKIGGEWAAF IDAEHALDPEAY ARWALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPIAYARWALGVN DELL QPD 1563
E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMYLGVN ELL SQPD 138
EIYGPESSGKTT AJAYQKINGGJWNA IDAEJJA DPISYAWWALGVN D LL SQPD 140
BEIYGPES[EGKTT ANFAQKIAGGINGAF IDAEHALDPYY ARRALGVNIIDELL SQPDRIGEQALE I 1562
EIYGPESSGKTT AJNEQKINGGI¥AF IDAEHALDRAY AISYLGVNID L§j SQPDIJGEQALEINY 139
EIYGPESSGKTT AIEOKINGGUACAF IDAEHALDYR:IY AIGHL GV ' gY WLL SQPD GEQALEI)S 141
NLL

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 83689 JLZ01 RS04130 WP 003688695.1

EIYGPESSGKTT AIGOKINGGAAAF IDAEHALDYRIY AISHLGV ) SQPD GEQALEI)H 141
EIYGPESSGKTT AJFNQKWGGIWNAF IDAEHARGDIUEIY AINSLG N EL  SQPDYGEQALEIA 148
EIYGPESSGKTT AWAQK[SFYNEAF IDAEHALDPWY Y AIMYLGVNJDELL SQPDRGEQALEI[® 156
EI GPESSGKTT UGAF DAEHARDPWUYAIRNLGVIY ELM SQPD GEQALEI( 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT GAF DAEHARDPWNUYAIRNLGVIY ELM SQPD GEQALEI( 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPWYABMISLGVIy ELM SQPD GEQALEI[ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VISAF DAEHAJJDPUUYAIANLGVIY EL) SQPD GEQALEI( 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIM\YASLGVIY [§ LL SQPD GEQALEIJN 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

EI GPESSGKTT DELL SQPD GEQALEI[S 139
EI GPESSGKTT DELL SQPD GEQALETI[S 139
EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV DNLL SQPDBIGEQALEIEA 139
EIYGPESSGKTT INMAFIDAEHALDPWNYAJANLGV DLL SQPDRGEQALEIEA 139
EIYGPESSGKTT SQPD GEQALETIpN 139
* 1 PEEDRT % 1 ko] e % Pk DD Dok Dk ] M Plskokokokok Dofokok DD Dok DD Dok Dok Dok ootk Dotk |

Rl H H HH H



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
83689 JLZ0O1 RS04130 WP 003688695.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

NG

AETI
AET
AETI
AET
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP
VVVDSVAALVPKAEI
VVDSVAALVP AEI
VVVDSVAALWP AEI
VVDSVAALWPKAET
VVVDSVAALWPKAET
VVVDSVAALWPKAET
VVVDSVAALIWPKAET
VDSVAALJPKAET
VVVDSVAALVPKAETI
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
V DSVAALVPKAEI
VVDSVAALWPKAET
VVDSVAALWPKAETI
VVDSVAALWPKAET
VVDSVAALINPKAEI
VDSVAALVPKAETI

50, v LG Sl ol

G MGDSHVGLQAR
GDMGDSHVGLQAR
GDHMGDSHVGLQAR
GDMGDSHVGLQAR
GDHMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSMEGLQAR
GDMGDEHVGLQAR
GDMGDHVGLQAR
GDMGD{JHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G
¢
!

MGDSH GLQAR
MGD HVGLQAR

N N YNy e Eo

WA EETT

233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
219
219
219
219
227
218
218
218
218
218



SETO el Va5 o v ke AlShe

IMGSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL
IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
IMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
IMIGNTQIKGTG. KVVKNKVAPPF INYGEGIS

IR 2. bt

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1

312
SDLDESEKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLDEREKIMA[CTANEN(K 311
SDLGERQIMA[CYANERNYN 311

OUUNXNNXWWNZ

NTDB id 453 Spy49 1753c ACI62003.1 IIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMRAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMRISLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS i} I WNEATIMKEIGAW - S YN 310
NTDB id 83689 JLZ01 RS04130 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF D \AQND I IINKMGAWY S YI 294
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF B CAAND I INKMIGAWY S YW 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF D] \AQND I IINKBIGAWY S Y 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG| KV KNKVAPPF B CAASYD I INKMGAWY S YW 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. 1.KEG KVVKNK AﬁPF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I1.KEG KVVKNK AIPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .. V.KEG| KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R ...V.KEG KVVKNKVAPPF D 293
consensus kD Dok | x ¥ ckockok bx DLl D % ok Dok Dok kok * kokk b Dookokok ]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453
115
625
1313
1245
1211
1214
1334
1389
8368
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

oo el EE sof o

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEIAES. .. .KKDE. ..
IDGEEAAES. .. .KKDE. ..

Cj1673c YP 002345041.1 QNSMEMEGMI. . ... SGSEDD. .EGE. .
C694 RS00795 WP 000963128.1 SNEETI..... MPLPDE. .PLE..
NCTC11637 00359 SQJ03206.1 SNEETI..... MPLPDE. .PLE..
RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1 K GINTL@SNPNS. . ... VLKATASDSND. .
9 JLZ01 RS04130 WP 003688695.1 IMALNEMEMHI . . . .. TEGTQDETDGE. .
NGFG RS03960 WP 003688695.1 IMALNEMEMHTI . . . .. TEGTQDETDGE. .
NGFG RS03960 WP 003688695.1 IMALNEMEMHI . . . .. TEGTQDETDGE. .
0K783 RS03845 WP 003688695.1 IMALNEMEMHTI . . . .. TEGTQDETDGE. .
RS RS02760 WP 011000510.1 EHLEMTPMG. . . .. AVTLA.EEVEE. .
A1552VC RS01565 WP 000344154.1 IMEMLLNPENM. . ... QLIAETSSAAD..
GTF74 RS11550 WP 000344154.1 IMEMLLNPENM. . ... QLIAETSSAAD..
ACIAD RS06390 WP 004925639.1 IMEQLLTKASD. .. .. QTAA .HDETEE.
ABD1 RS10195 WP 000344167.1 IMEQLLTTGTN. . ... GAVQ.I.EDEE.
PSJM300 05545 AFN77183.1 JAKLLEITSAN. . ... TKATPVAEDLA.

[N * %k kk ok * * %k

LEESEEESAMAVASE. .....

MAAIRAGNAGEAPALAPAPAAPEAAE.

ot EyEornpamsPEocE  EoErs. VEEEV. | DLoDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .....
.PKKEEA..VNEEVPLDLGDELEIE
.PKKEEA..VNEEVPLDLGDELEIE
.PKKEEA..VNEEVPLDLGDELEIE
.PKKEEA..VNEEVPLDLGDELEIE
.AAQVDS..VNEEVTLDLGDELEIE
.VAQVDS..VNEEVTLDLGDELEIE
IEEDNTEEKQSSKEK. ... ..

.ETDEK. .ADKNLVLELDDTIELE

Eoooo TDDLALDLDNGIEIE

..... EE............
Ao
E. o
EME. ... ... . .
EME. ... ... .. .
ESDVEEFSEEEL...........
R...... PEE.............
R...... PEE.............
R...... PEE.............
R...... PEE.............
D..ooo i
DVEFGAVPEEF............
DVEFGAVPEEF............
LEPDLL..ES....... .. .....
LEPDLL..LES.............
DADI . oo

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
348
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1211 C694 RS00795 WP 000963128.1 C 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 83689 JLZO1 RS04130 WP 003688695.1 . 348
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



