
logo MMKNTVLLKGQTLLALMI SLASLSSLLLLS I SHFYVQIQTQNQHMLLHLKLQAELQRTLQL IGKDLRRLGFRALNATKGLTESNLSLFEL
NTDB id 83443 Hhaem RS09160 WP 223894344.1 MMNTLLKGQTLLALMISLALSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNTKGTESNLSLFEL 85
NTDB id 1351 HI 0939 AAC22603.1 MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESNLSLFEL 85
consensus !! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!

logo DEEQGTAI F I SQEDNAPPNSCVLFFYDLNKNGC IGKDGSPKTCMKKNGKNTSKNSSTEELFGYKVSNKMIKTKLTYQSVIPTNCTAETC
NTDB id 83443 Hhaem RS09160 WP 223894344.1 DEEGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKDSPKTCMKNGKNTSKNSTEELFGYKVSNKMIKTKLTYQSVIPTNCTAETC 170
NTDB id 1351 HI 0939 AAC22603.1 DEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSPKTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQSVIPTNCTAETC 170
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KRAFQQSTACNAGGGWATDLLDNNEYE I
VTRTLQFNWL IMEGKGLE IKRLKGNLKQTPNI SYETSLVVAVLWNQK

NTDB id 83443 Hhaem RS09160 WP 223894344.1 KRAFQQSACNAGGGWTDLLDNNEYEVTTLQFNWLMEGKGLEIRLKGNLKQTPNISYETSLVVALWNQK 238
NTDB id 1351 HI 0939 AAC22603.1 KRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK 238
consensus !!!!!!*!!!!!!!! !!!!!!!!!*! !!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!
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