
logo MQKGMVTLVELL IGLAI I S IALNSFAAVPLWKQTDSPKTI LAKEQHRLYLFLRQIQARAENSSEVWFLL INRNLATQQWCLTAQVKNDNQ
NTDB id 83442 Hhaem RS09155 WP 215770196.1 MQKGVTLVELLIGLAIISIALSFAAPLWQTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQVKNDQ 85
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQVKNNQ 85
consensus !!!!*!!!!!!!!!!!!!!!! !! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo TCDCLNP I
TNCPKEAVYAHFYYPYFPKNKTMIQSHHYIYPKE ITRFDYGAIRNTI

SVTRCF I LQAENERTLFLSFFNVGS IRLVKTNQAFADSACN
NTDB id 83442 Hhaem RS09155 WP 215770196.1 TCDCLNPTNCPKEAYAHFYYPYFPKKTMIQSHYIYPKEITRFYGARNTSVTRCFILQAENERTLFSFFNVGSIRLKTNQAASACN 170
NTDB id 1350 HI 0938 AAC22602.1 TCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRVKTNQFDSACN 170
consensus !!!!!!! !!!!! !!!!!!!!!! !!!!!!!*!!!!!!!!! ! !!! !!!!!!!!!!!!!!!! !!!!!!!!*!!!! !!!!
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