
logo MNI
VKDEHIDNNSVCLSLLDQLVGNVSTFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEDGEVLAIQLSTKLGCEPFTTNELNKRFVLSQYYA

NTDB id 83430 Hhaem RS02325 WP 223893928.1 MNVKDEHINNVCLLLDQLVGNVTFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEDELAIQLSKLGCEPFTTNELNKRFVLSQYYA 85
NTDB id 1375 HI 0601 AAC22258.1 MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVLSQYYA 85
consensus !!*!!!!! !! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo LSDQI
V
L
MRNSNMRLCRKL I I LS IKQQI LRENQKLDECRTLRKNLNRLKDLPNLTIKHERAL IKVGITDNVAMLRE IGAENALVELKKSGSGATLD

NTDB id 83430 Hhaem RS02325 WP 223893928.1 LSDQVMRNNMLCRKLIILSIQQIRNQKLDRTLRNLNRLKDLPNLTIKHERALIKVGITDVAMLREIGAENALVELKKSGSGATLD 170
NTDB id 1375 HI 0601 AAC22258.1 LSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENALVELKKSGSGATLD 170
consensus !!!!**! ! !!!!!!!!!! !! !!!**!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo FYWKLVCALEQNKNSQFMLSQASEKERLLKKLNE I
V
L
WRKNGLKGYRKLDDE

NTDB id 83430 Hhaem RS02325 WP 223893928.1 FYWKLVCALENKNSQFLSQSEKERLLKKLNEILRKNGLKGYRKLDDE 217
NTDB id 1375 HI 0601 AAC22258.1 FYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE 217
consensus !!!!!!!!! !!!!! !!! !!!!!!!!!!!* !!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


