
logo MS IVSNATVTKVEEEFDFYEADEVAGLMEQVLTETDAELTSTDREELSTVALTVEQEGAKQSESDEQVKREEFDEAVSAKSLDATQLMYLGSE IGFSPLLTAEEEVL
NTDB id 83394 VNTUMSATTG RS16250 WP 004401303.1 MSISNAVTKVEEEFDYEAVGMEQT.......TREESTLTQEKQSEQKEEFEVSAKSLDATQLYLGEIGFSPLLTAEEEVL 73
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVE.EFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVL 79
consensus !!*!! !!!!!*!!!*! **! ******** !! * *!!!* !!!!!!!!!*!! !!!!!!!!!!!!!!!

logo YARRALRGDEAARKRMIESNLRLVVKI SRRYGSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERAL
NTDB id 83394 VNTUMSATTG RS16250 WP 004401303.1 YARRALRGDEAARKRMIESNLRLVVKISRRYGNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAL 153
NTDB id 1183 GTF74 RS11590 WP 000116737.1 YARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAL 159
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MNQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEE IALQEQLDKRPVDDVSTKMLRLNER I
VSSVDTP IGGDEGSDEKALLDI IL

NTDB id 83394 VNTUMSATTG RS16250 WP 004401303.1 MNQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEEIAQQLDKPVDDVSKMLRLNERVSSVDTPIGGESEKALLDII 233
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MNQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDIL 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!!!!!*!!!!!!!!*!!!!!!!!!* *!!!!!!*

logo PDSVHNNASDPEFVCSTQDDDIKREHSL ILDNWLDDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LV
NTDB id 83394 VNTUMSATTG RS16250 WP 004401303.1 PDVNNSDPEVCTQDDDIKHSLIDWLDDLNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILV 313
NTDB id 1183 GTF74 RS11590 WP 000116737.1 PDSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILV 319
consensus !! *! !!! *!!!!!!**!!* !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KQGLNMEASLFNVENYDN
NTDB id 83394 VNTUMSATTG RS16250 WP 004401303.1 KQGLNMESLFNVEND. 328
NTDB id 1183 GTF74 RS11590 WP 000116737.1 KQGLNMEALFNVEYDN 335
consensus !!!!!!! !!!!! !*
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