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NTDB id 83385 VNTUMSATTG RS13190 WP 200767468.1 .............MPTVKDVARVAGCSTATVSRALTNPDMVSEKTRKKVLHAVDVTGYSLNVAARSLRRSITNTIVVVVP 67
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVP 67
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVP 80
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NTDB id 83385 VNTUMSATTG RS13190 WP 200767468.1 DISNPYFSQVISGIEGIAHKAGKKVLLGDAGHEPERVQSYFDLLPTNQADGIILLTAEVSKRLLHGKTHGSGFPLVMACE 147
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKP.EQKNLPPMVMACE 146
NTDB id 1290 VP RS01235 WP 254894148.1 DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKP.EQKNLPPMVMACE 159
consensus !!**!!!!**!*!!!**!***!**!!!!!*!****!**!***!**!*!!!!**!!*********** ******!*!!!!!
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NTDB id 83385 VNTUMSATTG RS13190 WP 200767468.1 YFQGMQLPTVSIDNQQAAEKAMAYLLSLGHKKFGVIQGPMSNPICIDRHQGYLSSLERAAIPSNPKWVLEGDFSFGSGYS 227
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 FAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAK 226
NTDB id 1290 VP RS01235 WP 254894148.1 FAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAK 239
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NTDB id 83385 VNTUMSATTG RS13190 WP 200767468.1 LGRTLLSGADKPTAIFCHNDEMAIGVMKVARELGIRVPEDLSVMGFDDIPFAEYCEPGLTTIHQPRAEIGEAAMKLLMDL 307
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 AVRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLEL 306
NTDB id 1290 VP RS01235 WP 254894148.1 AVRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLEL 319
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NTDB id 83385 VNTUMSATTG RS13190 WP 200767468.1 IEGKEAV.GHYYLNANLIVRNSTAVAKF. 334
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 LRGHDVRAGSRLLETKLVVRESAAPPSKK 335
NTDB id 1290 VP RS01235 WP 254894148.1 LKGHDVHSGSRLLETKLVVRGSAAPPQRA 348
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