
logo MQSKQEHNQPTFLFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFLNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGI STPQKTANVSKQGLAPEP
NTDB id 83380 VNTUMSATTG RS10080 WP 200765503.1 MSKENQPTLFFFDYETWGTSPAKDRPSQFAGVRTDMDLNIIGEPLVIYCQPPSDYLPSPEAALITGISPQTAVSKGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! !*!!! !!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!*! !!!! !!!!!!!!!*!! ! ! !!*!!

logo EF IAKKR IHADELSTPNTI
T
N
SLGYNS IRFDDEVSTRYTCLYRNF IYDPYAWSWQHGNSRWDLLDVLMRACHALRPEGI

V
E
NWPEQNRDDGFHI

T

NTDB id 83380 VNTUMSATTG RS10080 WP 200765503.1 EFIKKIHDELSTPNTTSLGYNSIRFDDEVSRYTLYRNFYDPYAWSWQHGNSRWDLLDVMRACHALRPEGVNWPQRDDGHI 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! *!! !!!!!!! !!!!!!!!!!!!*!!!*!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!* !! !!!*

logo SFKLEHLSVANGIDEHESNAHDAMADVIATI ELMAKKVKAEAQPKLFDYFLFSTMRHKKRKLNTEL IVDIVNMQTPLMHVSGMLGARECRHSY
NTDB id 83380 VNTUMSATTG RS10080 WP 200765503.1 SFKLEHLSVANGIDHENAHDAMADVIATIEMAKKVKEAQPKLFDYLFSMRHKKKLNELVDIVNMTPLMHVSGMLGAECSY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!*! !!!!!!!!!!!!!!*!!!!! !!!!!!!! !*!!!!*!! !!*!!!! !!!!!!!!!!! !**!

logo TSWI
MVP I

VAWHPTNQNAVI
V
M
VVDNLAGKMDPQSPL ILELDASAEQTLKQAERLYTRRYDEDQLASEPDGELPVP I

VKLVHLNKCP I
VLAPAKTLTAENAEQ

NTDB id 83380 VNTUMSATTG RS10080 WP 200765503.1 TSWMVPVAWHPTNQNAVVMVNLAMDPSPLIELDSAQLKERLYTRRDQLSEGELPVPIKLVHLNKCPVLAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!!!!!!**! !* !! !!*!!! ! !!!!! * ! * !!!!!*!!!!!!!!!*!!!!!!!!!!!!

logo

K
TIG IDREQCLAKHNLANI

V IRQHPE IREKL IVETLVFYQSNQEQNREFYDNQVDEPSDVDSTQLYANGFFSPADKRATAME I IRETKTASPENQLAGGSLADI
L
N
RVAKDAK

NTDB id 83380 VNTUMSATTG RS10080 WP 200765503.1 TIGIDREQCLKNLAIIRQHPEIREKLIELYQNQNEYDVDPDVDTQLYNGFFSPADKTAMEIIREKSPEQLAGLDLNVKDA 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!!!!! *! *!!!!!!!!!!!* ** * !* **!!!*!!! !!!!!!!* !!!!!! !!*!* ! * ! !

logo R IAEPLLFRYRARHYPHWTLDTDETEQARKRWAAHCRDEYFERSNLEPEGYML
QNLENLVHEHDQAGDEPKKI

MAI
LLKSVYHYVEKLAVCS

NTDB id 83380 VNTUMSATTG RS10080 WP 200765503.1 RIAPLLFRYRARHYPWTLDETEQAKWAAHCREYFESNLPEYMQNLENLVHEHDGDEKKIALLKSVYHYVEKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!!!*!! *!!! *!!!!!!*!!! !!* !! !!!!!!!!! *!*!!*!*!!!!!!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


