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NTDB id 83379 VNTUMSATTG RS09775 WP 200765462.1 MTQPKVLLVEDSTSLAILYKQYVKDEPYDFFHVATGAEAKDFIEKNPPQLVILDLKLPDMHGQDVLAWIRENQISTSVII 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVF 73
consensus ********!!!* !*! !!* !* * * ! *!*!! *! * ! * *! !**!!!*!!!!*! !!! **! * ***

logo

A
MTAHGS IVDNTVAVDEALMRHIGADQDFLEIKPCI ENADRLKRAVSTI

V
K
NNAHI

L
Q
R
K
R
A
N
K
S
K
L
EHLKVENDLQSVDTLNDKNRKQNRYQGF IGSSLQPTMQAVYKR I

TIDSAV
NTDB id 83379 VNTUMSATTG RS09775 WP 200765462.1 ATAHGSVNVAVDLMRIGADDFLEKPINADRLKASIKNHLQRNKLEHLVEDLQSTLDRKRYQGFIGSSLPMQAVYKIIDSV 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASK..LKND..VDNKNQNYQGFIGSSQTMQAVYRTIDSA 149
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NTDB id 83379 VNTUMSATTG RS09775 WP 200765462.1 APTTASVFICGESGTGKEVCAEAIHNQSNRKNKPFIALNCGAIPRDLVESEIFGHMKGAFTGATTDRKGAASQANGGTLF 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLF 229
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NTDB id 83379 VNTUMSATTG RS09775 WP 200765462.1 LDELCEMELDMQKKLLRFLQTGRFTPLGGTKEIQVDCRIICATNRDPLKEVQEGRFREDLYYRVHVVPINLPPLRERGTD 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDD 309
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NTDB id 83379 VNTUMSATTG RS09775 WP 200765462.1 IIDIAKFFLRKYAREDKKKFTGFKRDAELVLCNYDWPGNVRQLQNIIRNIVVLNDEPQVSMEHLPPPLNTMSAGVGSASR 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALP 389
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NTDB id 83379 VNTUMSATTG RS09775 WP 200765462.1 VIKAPVPKPEPVVVSIPEPVHAEAEVAVSAATTNFEAPPAPEPVEMGKMPVRPMAEIEREAIQNAIEYCDGNVLNAAVLL 480
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LAH...................EN....................KVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYL 430
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NTDB id 83379 VNTUMSATTG RS09775 WP 200765462.1 ELSPSTLYRKKQAWETHEEED.... 501
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVSPSTIYRKLQTWNEKVKEKEKER 455
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