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NTDB id 83254 NSMS1 RS16825 WP 224085768.1 MPKPKTFYICNECGAESPQWFGKCPACGTYNSLEEQLTIQSSVDVPKGGVSGWHAAQNNGKAVKPAKPRASLTFDQITDRQIARW 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRA.AFS..HSVQ......TVQK...PSPITSIETSEEPRV 73
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.SLT..GE.........KTK...PMKLAEVTSINVNRT 70
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.SLT..GE.........KTK...PMKLAEVTSINVNRT 70
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.SLT..GE.........KTK...PMKLAEVTSINVNRT 70
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.SLT..GE.........KTK...PMKLAEVTSINVNRT 70
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.SLT..GE.........KTK...PMKLAEVTSINVNRT 70
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.SLT..GE.........KTK...PMKLAEVTSINVNRT 70
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NTDB id 83254 NSMS1 RS16825 WP 224085768.1 ESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQR.YRILYVTGEESGQQVKLRASRLGVAKTLNVVGEDGEESE 169
NTDB id 125 BSU 00870 NP 387968.1 KTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN............. 145
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............. 141
NTDB id 279 KZH43 RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............. 141
NTDB id 238 SPD RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............. 141
NTDB id 204 SPR RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............. 141
NTDB id 169 SP RS00155 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............. 141
NTDB id 509 SM12261 RS00130 WP 078228442.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID............. 141
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NTDB id 83254 NSMS1 RS16825 WP 224085768.1 QTPQLSIAEGVGADLYVLPETDLEEILREVDSLKPNVAVIDSIQTVFFPALTSAPGSVAQVRECTAALMKVAKHEDITMLIVGHV 254
NTDB id 125 BSU 00870 NP 387968.1 ............PSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHV 218
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHV 214
NTDB id 279 KZH43 RS00140 WP 074017595.1 ............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHV 214
NTDB id 238 SPD RS00140 WP 074017595.1 ............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHV 214
NTDB id 204 SPR RS00140 WP 074017595.1 ............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHV 214
NTDB id 169 SP RS00155 WP 074017595.1 ............SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHV 214
NTDB id 509 SM12261 RS00130 WP 078228442.1 ............SEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHV 214
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NTDB id 83254 NSMS1 RS16825 WP 224085768.1 TKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVQNGLREVSNPSELFIGNRDDPAPGTALVVACEG 339
NTDB id 125 BSU 00870 NP 387968.1 TKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEG 303
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 238 SPD RS00140 WP 074017595.1 TKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 204 SPR RS00140 WP 074017595.1 TKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 169 SP RS00155 WP 074017595.1 TKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
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NTDB id 83254 NSMS1 RS16825 WP 224085768.1 TRPIVVELQALVSPTSYPSPRRAGTGIDYNRLVQILAVLEKRVGIPMSKLDSYVASAGGLNVEEPAVDLGIAIAIVASFRDRIVD 424
NTDB id 125 BSU 00870 NP 387968.1 TRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPN 388
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 279 KZH43 RS00140 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 238 SPD RS00140 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 204 SPR RS00140 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 169 SP RS00155 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 509 SM12261 RS00130 WP 078228442.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
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NTDB id 83254 NSMS1 RS16825 WP 224085768.1 PGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKRAIVPKGQKFP...DFDIEILPVAKVIDAIIAAIPHQELTEDDLDMDEE 504
NTDB id 125 BSU 00870 NP 387968.1 PADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG............. 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 238 SPD RS00140 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 204 SPR RS00140 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 169 SP RS00155 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
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