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L IQEQALLASENSGKIKNTVKSQSVATAGV
NTDB id 83252 NSMS1 RS10835 WP 224093101.1 MVKSFSSLFGKSHRGVGVEIAPERVNVVQLRKQRQGLKLESLTSVPVPEGIVSDGQITDPPAMAQLIQQALAESKIKVSSVATGV 85
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQVATAV 85
consensus ! !*!!!!* * !!!*!! !!!!!! !! ! ! !! * **!!!! *! ! !*!!*! *!! ! ! ! !!!*!
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NTDB id 83252 NSMS1 RS10835 WP 224093101.1 PGRDAIVRIIPVPAELDDKELRDMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVQVLLVATRKEVTDTYIRTFEQAGLQ 170
NTDB id 1411 SGL RS10685 WP 010872897.1 PMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSYLDTFQQAGLQ 170
consensus ! !*!!*!**!!!!!!!* !!!!!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!!!!*!!!!*!* !! !!!!!
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NTDB id 83252 NSMS1 RS10835 WP 224093101.1 ISVLEINSFALIRTIRDQLRQFGPQEATVLVDIEFDSTEIAIIINGVPQFSRTVPIGTYQMQMAYARAMSLPTSRDMEILQEMVI 255
NTDB id 1411 SGL RS10685 WP 010872897.1 VDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMNLPPSRNPEILQGMTI 255
consensus * !!!!!!!!!!!!!!*!!!!!!* !! !!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!! ! !!! !!*!! *!!!! ! !
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L
MGELTDELRRS IDNFYLNQSEENLE I

LVQI
LLLAGGPGGGL IQQLDNEFYFTQRLS IPTNVKQIDPFI EGASL

NTDB id 83252 NSMS1 RS10835 WP 224093101.1 PVNSGDGDRTGMTETDPAMAGVLRILGELTDELRRSIDFYLNQSENLEIVQILLGGPGGGLQQLNEFFTQRLSIPTNQIDPIGSL 340
NTDB id 1411 SGL RS10685 WP 010872897.1 PVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLDEYFTQRLSIPTVKIDPFEAL 340
consensus !! ! ! ! !*! ***!**!!!!!!!!!!! !!!!!!! !!*!!*!!*!!!!!! !! !*!!!!!!!!! !!! !
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NTDB id 83252 NSMS1 RS10835 WP 224093101.1 SLQVDEAKYPSTQRSGLGIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 AIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus * ! * ** !* !* !!!!!*!!
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