
logo MKITTVGVC I I SG I FPLL I LPQLPGTLTLAFLTLFACVLAF IPVKTVRYIALTLLFFVWGI LSAKQI LWAGETLTGATQD
NTDB id 83235 RG68 RS01125 WP 000705764.1 MKITTVGVCIISGIFPLLILPQLPGTLTLAFLTLFACVLAFIPVKTVRYIALTLLFFVWGILSAKQILWAGETLTGATQD 80
NTDB id 1439 BW25113 RS04735 WP 000705764.1 MKITTVGVCIISGIFPLLILPQLPGTLTLAFLTLFACVLAFIPVKTVRYIALTLLFFVWGILSAKQILWAGETLTGATQD 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AIVE ITATDGMTTHYGQITHLQGRR I FPASGLVMYGEYLPQAVCAGQQWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL
NTDB id 83235 RG68 RS01125 WP 000705764.1 AIVEITATDGMTTHYGQITHLQGRRIFPASGLVMYGEYLPQAVCAGQQWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL 160
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AIVEITATDGMTTHYGQITHLQGRRIFPASGLVMYGEYLPQAVCAGQQWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGRFLQASVI EPNCSLRAQYLASLQTTLQPYPWNAVI LGLGMGERLSVPKE IKNIMRDTGTAHLMAI SGLHIAFAALLAA
NTDB id 83235 RG68 RS01125 WP 000705764.1 TGRFLQASVIEPNCSLRAQYLASLQTTLQPYPWNAVILGLGMGERLSVPKEIKNIMRDTGTAHLMAISGLHIAFAALLAA 240
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TGRFLQASVIEPNCSLRAQYLASLQTTLQPYPWNAVILGLGMGERLSVPKEIKNIMRDTGTAHLMAISGLHIAFAALLAA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GL IRSGQI FLPGRWIHWQIPL IGGICCAAFYAWLTGMQPPALRTMVALATWGMLKLSGRQWSGWDVWICCLAAI LLMDPV
NTDB id 83235 RG68 RS01125 WP 000705764.1 GLIRSGQIFLPGRWIHWQIPLIGGICCAAFYAWLTGMQPPALRTMVALATWGMLKLSGRQWSGWDVWICCLAAILLMDPV 320
NTDB id 1439 BW25113 RS04735 WP 000705764.1 GLIRSGQIFLPGRWIHWQIPLIGGICCAAFYAWLTGMQPPALRTMVALATWGMLKLSGRQWSGWDVWICCLAAILLMDPV 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AI LSQSLWLSAAAVAAL I FWYQWFPCPEWQLPPVLRAVVSL IHLQLGITLLLMPVQIV I FHGI SLTSF IANLLAIPLVTF
NTDB id 83235 RG68 RS01125 WP 000705764.1 AILSQSLWLSAAAVAALIFWYQWFPCPEWQLPPVLRAVVSLIHLQLGITLLLMPVQIVIFHGISLTSFIANLLAIPLVTF 400
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AILSQSLWLSAAAVAALIFWYQWFPCPEWQLPPVLRAVVSLIHLQLGITLLLMPVQIVIFHGISLTSFIANLLAIPLVTF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITVPL I LAAMVVHLSGPL I LEQGLWFLADRSLALLFWGLKSLPEGWINIAECWQWLSFSPWFLLVVWRLNAWRTLPAMCV
NTDB id 83235 RG68 RS01125 WP 000705764.1 ITVPLILAAMVVHLSGPLILEQGLWFLADRSLALLFWGLKSLPEGWINIAECWQWLSFSPWFLLVVWRLNAWRTLPAMCV 480
NTDB id 1439 BW25113 RS04735 WP 000705764.1 ITVPLILAAMVVHLSGPLILEQGLWFLADRSLALLFWGLKSLPEGWINIAECWQWLSFSPWFLLVVWRLNAWRTLPAMCV 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AGGLLMCWPLWQKPRPDEWQLYMLDVGQGLAMVIARNGKAI LYDTGLAWPEGDSGQQL I IPWLHWHNLEPEGVI LSHEHL
NTDB id 83235 RG68 RS01125 WP 000705764.1 AGGLLMCWPLWQKPRPDEWQLYMLDVGQGLAMVIARNGKAILYDTGLAWPEGDSGQQLIIPWLHWHNLEPEGVILSHEHL 560
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AGGLLMCWPLWQKPRPDEWQLYMLDVGQGLAMVIARNGKAILYDTGLAWPEGDSGQQLIIPWLHWHNLEPEGVILSHEHL 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo DHRGGLDS I LHIWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKVDDGTNS I LLTGDI EA
NTDB id 83235 RG68 RS01125 WP 000705764.1 DHRGGLDSILHIWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKVDDGTNSILLTGDIEA 640
NTDB id 1439 BW25113 RS04735 WP 000705764.1 DHRGGLDSILHIWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKVDDGTNSILLTGDIEA 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PAEQKMLSRYWQQVQATLLQVPHHGSNTSSSLPL IQRVNGKVALASASRYNAWRLPSNKVKHRYQLQGYQWIDTPHQGQT
NTDB id 83235 RG68 RS01125 WP 000705764.1 PAEQKMLSRYWQQVQATLLQVPHHGSNTSSSLPLIQRVNGKVALASASRYNAWRLPSNKVKHRYQLQGYQWIDTPHQGQT 720
NTDB id 1439 BW25113 RS04735 WP 000705764.1 PAEQKMLSRYWQQVQATLLQVPHHGSNTSSSLPLIQRVNGKVALASASRYNAWRLPSNKVKHRYQLQGYQWIDTPHQGQT 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TVNFSAQGWR I SSLREQI LPRWYHQWFGVPVDNG
NTDB id 83235 RG68 RS01125 WP 000705764.1 TVNFSAQGWRISSLREQILPRWYHQWFGVPVDNG 754
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TVNFSAQGWRISSLREQILPRWYHQWFGVPVDNG 754
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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