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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA.QGGMN.......VPAQQ....GSWGQPQQP..A 145
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPAS.........D 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAP.........D 142
NTDB id 83163 L6418 RS03640 WP 237248113.1 EGKIQTRKWQDKETGKDRYTTEIIVN....EMQMLGSKSGG...GSFEVVENQS..A..AP................... 126
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 83163 L6418 RS03640 WP 237248113.1 ......ARSAAAKPAASTGKSNFDNFDDDIPF 152
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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