
logo MLNKI
LENKLVTGGYLANIPVLKEDVSTFSEVGANDGELVGL IGLNGAGKSTTINE I IGFLLKTPYQGGEQIWAIDGLTLITQAQDPAASYRKQKIGFYIPETPSL

NTDB id 83076 H7680 RS08345 WP 014612539.1 MLNIENLTGGYLNIPVLKEVSFSVGNGELVGLIGLNGAGKSTTINEIIGFLKPYQGEIWIDGLTLTADPAAYRKKIGFIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!**!**!!!!*!!!!!!*!*!*!**!!!!!!!!!!!!!!!!!!!!!!!*!*!!*!*!*!!!!!***!!!*!!*!!!*!!!!!!!

logo YEELTLAREHI
L
N
ETVALMAYDGI

LDVETLEAGQMAKVRAEDPKFYLKMLFRLADDEKLDWFPVTHQFSKGMKQKVMI ICAFVI IVDNPSLF I LVDEPFLGLDPLAI SD
NTDB id 83076 H7680 RS08345 WP 014612539.1 YEELTLAEHINTVAMAYDIDVELAQKRAEPFLKMFRLADKLDWFPVHFSKGMKQKVMIICAFVIDPSLFILDEPFLGLDPLAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!*!!**!!*!!!**!!**** !!***!!*!!!**!!!!!!**!!!!!!!!!!!!!!!***!!!!!*!!!!!!!!!!!!!!

logo L IQETLLEALEEKGANKGKAS I LMSTHVLDSAEKMCDRFVI LHHGQI
V
R
LAQGTI

L
A
D
E

D
ELQRDQATFGDADSSASLNDIYLMAQLTKEGGELS

NTDB id 83076 H7680 RS08345 WP 014612539.1 LIQTLELEKGKGKSILMSTHVLDSAEKMCDRFVILHHGQVRAQGTLADLQDAFGDASASLNDIYLALTKEG.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
consensus !!**!**!!**!!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!***!***!!! !!!!!!!!**!!!****

X non conserved

X similar

X ≥ 50% conserved


